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NTDB id 27520 SSA RS03965 WP 004187660.1 MKRKTSQKRNSKSLQGWAGLTLALILALAGYFWGQDGQQPLQSPNSEIRVGQVQDQGTPSQELAESVLTDAVRAQLKGSIEWNGA 85
NTDB id 262 KZH43 RS08770 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 221 SPD RS09380 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 187 SPR RS08930 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 152 SP RS09870 WP 001036779.1 ........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLS.QKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
consensus *!*!**!***!!***!*!****!***!****!* !!***** ***!****!!!*!!!!!!!!!!**!*!!!*!!!!*

logo GAF IVNGNRKTDNLDAGKI
VSSKPYADNKTKFTVQGGKQEATI

VPTVANAFLLSKSATRQYKKNREKETGNAGNSTSWVTPAPGWHQLVKNLSKGESYNTHAVDRGH
NTDB id 27520 SSA RS03965 WP 004187660.1 GAFIVNGNRTDLDAGISSKPYADNKTKFVQGQAIPTVANAFLSKSTRQYKKREETGNANTSWVPAGWHQLKNLSGEYNHAVDRGH 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 221 SPD RS09380 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 187 SPR RS08930 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
NTDB id 152 SP RS09870 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGH 160
consensus !!!!!!!!*!*!!!**!!!!!!!!!!!*!*****!!!!!!*!!!*!!!!!*!*!!!!**!!!*!*!!!!*!!!*!*!*!!!!!!!

logo LLAGYSAL IGGLKDGFDASTSNPAKNIAVQTAWSANQANQEAAEDYSTGQNYYETSKI
VRKALDKQNKRVRYRVTL IYYATSENTEDLVPVSGASHQLI EAKSSD

NTDB id 27520 SSA RS03965 WP 004187660.1 LLAYSLIGGLKGFDASTSNPANIAVQTAWSNQANEADSTGQNYYETKIRKALDKNKRVRYRVTLIYATETDLVPVGSHLEAKSSD 255
NTDB id 262 KZH43 RS08770 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSD 245
NTDB id 221 SPD RS09380 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSD 245
NTDB id 187 SPR RS08930 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSD 245
NTDB id 152 SP RS09870 WP 001036779.1 LLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSD 245
consensus !!*!*!!!!!*!!!!!!!!!*!!!!!!!!*!!!****!!!!!!!!*!*!!!!!*!!!!!!!!!!*!!***!!!!**!**!!!!!!
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NTDB id 27520 SSA RS03965 WP 004187660.1 GSLEFNVFIPNVQKGIRLDYNSGRVSQETGS 286
NTDB id 262 KZH43 RS08770 WP 001036779.1 GELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 221 SPD RS09380 WP 001036779.1 GELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 187 SPR RS08930 WP 001036779.1 GELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
NTDB id 152 SP RS09870 WP 001036779.1 GELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
consensus !*!!!!!**!!!!!!**!!!**!*!****
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