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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 275135 C7R87 RS18500 WP 001215083.1 ..MRGVNKVILVGTLGRDPETKTFPNGGSLTQFSIATSEVWTDKNTGERKEQTEWHRIVLHNRLGEIAQQFLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPA............ 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPA............ 140
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NTDB id 275135 C7R87 RS18500 WP 001215083.1 EGSLRTRQWTDQNGQERYTTEIRG....DQMQMLDARQQGEQ..GFAGGNDFNQPRFNAPQQGGGYQNNNQGSGYGQNNG 152
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSD.....NYAQNN. 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 ...........SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...........PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ......NFNGG.N.....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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