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NTDB id 601 KW2 RS02615 WP 021036805.1 QEVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVG 481
NTDB id 378 SMU RS02690 WP 002263569.1 AKLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 488
NTDB id 27513 SSA RS03385 WP 002902602.1 TSVLDKDTPIISEKTIEHIVEQKTNIPVGDLKEKEQSQLVNLASDLKAHVIGQDDAVDKIAKAIRRNRVGLGSPNRPIGSFLFVG 487
NTDB id 281 KZH43 RS03550 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 245 SPD RS03860 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 243 SPR RS03635 WP 000882517.1 KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 241 SP RS04015 WP 000882523.1 KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVG 487
NTDB id 85 BSU 00860 NP 387967.1 KEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLG 545
NTDB id 610 V4T04 RS10165 WP 012897346.1 ..VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLG 554
NTDB id 290 KZH43 RS10025 WP 001109677.1 ..VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
NTDB id 289 SPD RS10700 WP 001109677.1 ..VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
NTDB id 287 SP RS11210 WP 001109712.1 ..VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLG 549
NTDB id 377 SMU RS09275 WP 002262344.1 ..PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLG 552
NTDB id 297 STER RS00545 WP 011680614.1 ..AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLG 555
NTDB id 329 STU RS10020 WP 011225298.1 ..AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLG 555
consensus * **** * ** * *!* * * **** *! *!*!!**!* * *!*!!** !* * !!*!!!*!*!

logo PTGVGKTELSARKQALADKIESVE I
V
LFDGDSSAEESDNASLML

IR I
V
FDMSEFYMEKFHASTAVASKRL INVGSAPPGYVGYEDEAGGEQLTERKVRHRNNKPYSLVVLI LFLDE I

VEKAHPDI
V
M
F
H
N
I
V
M
M
F
L

NTDB id 601 KW2 RS02615 WP 021036805.1 PTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMF 566
NTDB id 378 SMU RS02690 WP 002263569.1 PTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMF 573
NTDB id 27513 SSA RS03385 WP 002902602.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTERVRRNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 281 KZH43 RS03550 WP 000882517.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 245 SPD RS03860 WP 000882517.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 243 SPR RS03635 WP 000882517.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 241 SP RS04015 WP 000882523.1 PTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMF 572
NTDB id 85 BSU 00860 NP 387967.1 PTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNIL 630
NTDB id 610 V4T04 RS10165 WP 012897346.1 PTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIM 639
NTDB id 290 KZH43 RS10025 WP 001109677.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
NTDB id 289 SPD RS10700 WP 001109677.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
NTDB id 287 SP RS11210 WP 001109712.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVL 634
NTDB id 377 SMU RS09275 WP 002262344.1 PTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNIL 637
NTDB id 297 STER RS00545 WP 011680614.1 PTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNIL 640
NTDB id 329 STU RS10020 WP 011225298.1 PTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVL 640
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NTDB id 601 KW2 RS02615 WP 021036805.1 LQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALS 644
NTDB id 378 SMU RS02690 WP 002263569.1 LQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALS 651
NTDB id 27513 SSA RS03385 WP 002902602.1 LQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..AEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALS 650
NTDB id 281 KZH43 RS03550 WP 000882517.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 245 SPD RS03860 WP 000882517.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 243 SPR RS03635 WP 000882517.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 241 SP RS04015 WP 000882523.1 LQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALS 650
NTDB id 85 BSU 00860 NP 387967.1 LQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLE 715
NTDB id 610 V4T04 RS10165 WP 012897346.1 LQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLE 724
NTDB id 290 KZH43 RS10025 WP 001109677.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 289 SPD RS10700 WP 001109677.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 287 SP RS11210 WP 001109712.1 LQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLS 719
NTDB id 377 SMU RS09275 WP 002262344.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLG 722
NTDB id 297 STER RS00545 WP 011680614.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLE 725
NTDB id 329 STU RS10020 WP 011225298.1 LQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLE 725
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NTDB id 601 KW2 RS02615 WP 021036805.1 KENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQ.LVADLIDDKI 728
NTDB id 378 SMU RS02690 WP 002263569.1 KDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKE.LKAIMTSNGK 735
NTDB id 27513 SSA RS03385 WP 002902602.1 KDNLLQIVNLMLDDVNQRLATNDIHLDVTEKVKEKLVDLGYDPKMGARPLRRTIQDHIEDAITDFYLENPSEKD.LKAIMTSNGK 734
NTDB id 281 KZH43 RS03550 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 245 SPD RS03860 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 243 SPR RS03635 WP 000882517.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 241 SP RS04015 WP 000882523.1 KDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGN 734
NTDB id 85 BSU 00860 NP 387967.1 KKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGE 800
NTDB id 610 V4T04 RS10165 WP 012897346.1 SQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKK 809
NTDB id 290 KZH43 RS10025 WP 001109677.1 SDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ 804
NTDB id 289 SPD RS10700 WP 001109677.1 SDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ 804
NTDB id 287 SP RS11210 WP 001109712.1 SDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQ 804
NTDB id 377 SMU RS09275 WP 002262344.1 QEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEK 807
NTDB id 297 STER RS00545 WP 011680614.1 EEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK 810
NTDB id 329 STU RS10020 WP 011225298.1 EEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK 810
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