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NTDB id 27508 SSA RS02400 WP 011836526.1 MFKLFKRLTVREVSMIVLSVLFTFLTVYLELEVPTYISTITELLQTPGTGLADLWEPGLKMIGLSFASLLSAIVVGFFAARIAAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
consensus !!!*!!!! *! !**!! ! *! !***! ! !*! !! !!!!*!! !* *!! !!* !!*! !**!!! ! ! !!!
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NTDB id 27508 SSA RS02400 WP 011836526.1 FTQSLRSDIFNRVLDYSQTEIKKFSIPSLLTRTTNDITQVQTLITMGLQVVTRGPIMAIWAMTKIIGKSENWLTAVLIAVLVNIL 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
consensus !! !!!!!!!!!*!!! !!!!!!!!!!!!!!!!!*!!*! *! !!*!!!!!!!!!!*!!*!!! !!!* ! !! *!!!* *
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NTDB id 27508 SSA RS02400 WP 011836526.1 LTVVLVTLAFPKQSVAQRLVDKLNSVTRESLTGIRVVRAYNAEDYQDEKFAAANDEVTRLNLFIGRLMAMMNPVMMGISSGLTLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
consensus * !!* *!!!*! ! ! ! !!! !!!!!!!*!!!!!!!!!!!!! !! ! *!*!!! * !!! *!!!!! *!!!!!!!
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NTDB id 27508 SSA RS02400 WP 011836526.1 IYWIGAYLIQEA............GLQERLPLFSDMVVFMSYAMQIVIGFLLMGALFIVLPRTIVSAGRINEVLDLHSSITSPEH 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 27508 SSA RS02400 WP 011836526.1 PKAASDSKGEVVFRDVSFRYAKNSEAVIEHVSFTAQAGDTVAFIGSTGSGKSTLVNLIPRFYDVTEGEILVDGVNVQDYQLEDLH 413
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
consensus *!! !!!! !*!!!!!! !!! !!!!!!!!*! !!*!!!!!!!!!!!!!!!!!!!!!!!! !!! ! *!!* !!!! **!!*
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NTDB id 27508 SSA RS02400 WP 011836526.1 NKVGYIPQKAVLFSGDIESNLDFGQSKESPLDEQKMWDALDLAQAKPFVQEKEKGLKSEVAQSGTNFSGGQRQRLAIARALARKP 498
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
consensus !!!!!!!!*!!!!!! ! !!* !!!! !!!* !*!*!!*!!!!!*!! !!!!!! *!!!! !!!!!!!!*!!!!!!!!!!!!!

logo E I L I FDDSFSALDYKTDRI LRKNDELAEKKRTKQDEMTKL IVAQR I STIMDADHQI LVLDAQGKVVGQGTHKRELLANSNDE I
VYQE IAYSQLSKEE

NTDB id 27508 SSA RS02400 WP 011836526.1 EILIFDDSFSALDYKTDRILRKELAERTQDMTKLIVAQRISTIMDADQILVLDAGKVVGQGTHRELLASNEVYQEIAYSQLSKEE 583
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
consensus !!!!!!!!!!!!!!!!!!!!! *!! *! *!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!*!!!! !**!!!!!!!!!!!!!
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NTDB id 27508 SSA RS02400 WP 011836526.1 LENGK 588
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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