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RPDSEQDEKVKSLSTENQLHNI STAPLTVASLLVKRGFLDEETAVEESARLSFLFHDTKQDKADEFHYDPFELLMKGMKEAAVDER IKNKQAIDSEQQ

NTDB id 275065 C5695 RS13310 WP 117731134.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVKRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIDEQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!!!!! * ! !! !!* !*!*!!! *!!!!!! *!! !! !

logo EKS IMVI FYGDYDADGVTSTSVLMLHTLKQEKLRSAKQVDFYIPDRFKEGYGPNEQAFRSYIKEQRGAFSL IV ITVDTGIAAVHKEAKR I
VAKEL

NTDB id 275065 C5695 RS13310 WP 117731134.1 ESIVIFGDYDADGVTSTSVLLHTLKERSAKVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVKEARIAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!!!!!!*!!!! !! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!!

logo GLDLVI ITDHHEPGSEPELPDEAVLRAIVHPKQPGCETYPFKELAGVGVAFKLVAHALLGEKLPADEQLLDLAAIGTIADLVPLHDENRLWI
L

NTDB id 275065 C5695 RS13310 WP 117731134.1 GLDLIITDHHEPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGKLPAQLLDLAAIGTIADLVPLHDENRWL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!!!!!!!!!!! *

logo AKTKLGLEMQRLRQRSTNRLPGLKAEL ILKELASGAGDTI
L
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TEDKSDFEAEELAAREF IVDQEQLNKE

NTDB id 275065 C5695 RS13310 WP 117731134.1 AKKGLMQLRQSNRPGLKALLKEAGATLEEANEETVGFQIAPRLNAVGRIEQADPAVHLLMTEDKDEAEELARFVQELNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !! *!!*!!! !*! !* * !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!

logo RQKI
MVSKTI

MTDEEAI EQMVEEQQTGDLDQSTAIVVAKAGWNPGVVGIVASKLTVDRTFCYRPAIVLGIDEEKTGQI
MAKGSARS IPRGFDNLFEFHS

NTDB id 275065 C5695 RS13310 WP 117731134.1 RQKIVSTITEEAIQMVEETGDDQSAIVVAKAGWNPGVVGIVASKLTDTFCRPAIVLGIDEETQMAKGSARSIPGFDLFFH 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*!! *!*!!! !!! ! !!*!!!!!!!!!!!!!!!!!!!!! ! !*!!!!!!!!!!! *!!!!!!!!*!! !! *
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QN
NTDB id 275065 C5695 RS13310 WP 117731134.1 LSKCRDILPHFGGHPMAAGMTLQADDVPLLRERLNQYANETLTEEDFIPIQRVDAVCKVDELTVEAIEEAGLLSPFGMQN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!! !*!!! !! !!! ! !!!!!!!!!*! !! !! !***!!! ! ! *!!!!!! !
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NTDB id 275065 C5695 RS13310 WP 117731134.1 PKPFIMIEDARLEEIRTIGANQNHIKMSLKDEEKLLDCVGFHQGKLKEEIVPGSRISVVGEMSINEWNNRKKPQLMLKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!****! ! !!**! !!!! !*!!*** ! !!!!!!* ! ! ! !!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!
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NTDB id 275065 C5695 RS13310 WP 117731134.1 RVDEWQLFDLRGKKDWEKTVSTLDSEKYMVVCFDEETKQEVNI.....PIHH.VHAENVSTFDVEGKYVVFADVPADEHL 634
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus ! !!!!!!!!!!* !! !!! !*! ! *!*! !** ** *******!** * ** !!**! !*! !*!* **

logo LAKQRLLDEGNKQAKPAER IYFTI
VFLQNRHKEDHFLMSSTFPASRDHQFKWFYYAGFLFLKRGASFDP I

VKEKHQGMSELAKHKRGWSTKVDETI INFMTKVFFDELGFV
NTDB id 275065 C5695 RS13310 WP 117731134.1 LKQLLDNQKPARIYTVFQRKEDHFMSSFPSRDQFKWFYGFLFKRGSFPIKEQGMELAKHRGWTKDTIIFMTKVFFELGFV 714
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus ! !!* ! !!! *! *!!!!*!*!! !!*!!!*!*!! !!! !**! *! !!!!!*!!* *!! !!!!!!!*!!!!

logo KI ENGVLS IVVRSDGAKPKKRDLTADSAQSTYQTAKQQRLMELDQKTLNTYSSAEKELKEWLNKSKLMKSEQDVSEPAVLYESTRRT
NTDB id 275065 C5695 RS13310 WP 117731134.1 KIENGVLSIVRDAPKKDLTASASYTAKQRLMELDQTLTYSSAKELKEWLNSKMSEVSPVL...... 774
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!*! !*!*!!! ! *! !!! !!!!!! ! !!!! !!!!!!! ! !* ******
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X ≥ 50% conserved


