
logo ML ITKCSEGIVLRTNTDYGETNKIVTLLTREHGKIGVMARGAKKPSNSRLSAI
VSQPFLYGSTFL IMQKSSTSTGLGTLQQGEMIELSMRAG

NTDB id 275062 C5695 RS12630 WP 117731032.1 MLIKSEGIVLRTTDYGETNKIVTLLTREHGKIGVMARGAKKSNSRLSAISQPFLYGTFLIQSSTGLGTLQQGEMIESMRA 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !! !*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!*!!*! **!!!!!!!!!!! !!!*

logo I REDLFLTAYAAYMVATELLVDKRGI
TEEKKPNPYLFEFL ILLEQSLKRHQLNEGTDAPDI

V I LTF IVEQMVKMLGSVMGLMKYPELDNHQCVHCGKQSKQDEG
NTDB id 275062 C5695 RS12630 WP 117731032.1 IREDLFLTAYAAYMTELLDKGIEEKKPNPYLFELLLQSLRHLNEGTDADIILFIVEVKMLSVMGMKPELDQCVHCGQKEG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!!* !!*!*! !!!!!!!!!!! *! !!**!!!!!!*!*! !!! *!!! !!!* !!! *!!!! *!
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NTDB id 275062 C5695 RS12630 WP 117731032.1 QFHFSIRDNGFICQNCFSKDPYKLPLSPAAARLLRLFHYFDLSRLGSVDVKPQTKQEIRQVLDHYYDEYSGLYLKSKKFM 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!*!!!!!!!* !! !!!!**!* ! !!!!!!!*!!!!!!!! ! *!* !! !**!!*!*!!*!!!!!!!!!!*!*
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NQMESMKHKLMGEGENKNKSS

NTDB id 275062 C5695 RS12630 WP 117731032.1 NQMESMKKLMGGENKS 256
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS. 255
consensus !!!!!!*!!! *
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