
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDAKIYAKLRELDRNQGSTGLPVSDE I
TKKDEFVRSTEKRKPTDSLPVLAELAAQE I

MRSYQP
NTDB id 275049 C5695 RS07160 WP 117730134.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDAIYAKLRELDRQGTGLVSDTKKEVRTERKTDSLPVLAELAAQEMRSYQP 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGS..PSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQP 78
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!****!* !!* !*!*!*!!!!!!!!!!!!!*!!!!!

logo

P
Q
A
SQQSNQASSVSQSLPGQLTGQQS ILNSGSALPAVGIPDEGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTT

NTDB id 275049 C5695 RS07160 WP 117730134.1 PAQSNASSSLGTGQLNGAPVGIPEGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTT 160
NTDB id 79 BSU 14240 NP 389307.1 QSQQQSV.QPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTT 157
consensus * ! * * * * ! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FMQSL IKMYPEVKKPYRGQYI LEGDE I EQSTAEDEESANE
NTDB id 275049 C5695 RS07160 WP 117730134.1 FMQSLIKMYPEVKKPYRGQYILEGDIQTEDE... 191
NTDB id 79 BSU 14240 NP 389307.1 FMQSLIKMYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!!!!!!!*! * * ***
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