
logo ME I ER INEHTVKFYMSYGDI EDRGFDREE IWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLE I IVVTKAQL
NTDB id 275044 C5695 RS06050 WP 117729957.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIVVTKAQL 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo SKDGQKLELP IPEDKKDQEQPTADESEDSLDALLDDFHQKEEQADQVDNDHNEQEKDEKEKLQKQLQFVLKRFMDGDFEDLVIASLSKQLNMVNQDGFSKTTSTLYSF
NTDB id 275044 C5695 RS06050 WP 117729957.1 SKDGQKLELPIPEDKKDQTDEESLDALLDDFHKEEQDQDDHNEKDKKLQLQFVLKMDDFEDLIALSQLNMQDFTTSLYSF 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQEPASEDLDALLDDFQKEEQAVN...QEEKEQKLQFVLRFGDFEDVISLSKLNVNGSKTTLYSF 157
consensus !!!!!!!!!!!!!!!! * ! !!!!!!!!*!!!! *** *! !!!!!* !!!!*! !! !!** !*!!!!

logo ENRYYLYVDFCHENDLMS
TDEEQVENKQLS I LLEYAHTESSVI

VS IHYRLEKEYGKQL I I ESEGHNALETIKQKQHFASS
NTDB id 275044 C5695 RS06050 WP 117729957.1 ENRYYLYVDFHEDLSDEQVENKLSILLEYAHESVVSIYRLKEYGQLIIEGNALETIQQHFS. 221
NTDB id 84 BSU 11520 NP 389034.1 ENRYYLYVDFCN.MTDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS 218
consensus !!!!!!!!!! ***!! !!! !!!!!!!!*!! *!!*!! !!! !!! *!!!!! !! *
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