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NTDB id 275040 C5695 RS05935 WP 117729939.1 MKYQRLVMIFSFLLLLSACSQAPLKGHIEKVGLLVPDTINDQVWGTKGYKGLLNIQSTFGVDVYYKEGMVDKEKIVDAIE 80
NTDB id 94 BSU 11300 NP 389012.2 .MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIE 79
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NTDB id 275040 C5695 RS05935 WP 117729939.1 EFHKKGVNLIIGHGNEYSEIFNLISEDYPKTQFITVNGNKPQADNVTNVTFKGEAMGFFGGMTAAHMSKTKKIGILATYD 160
NTDB id 94 BSU 11300 NP 389012.2 DFHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISN.AKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFT 158
consensus *!!!*!!!!* !!! !! !*!!!* !!!! !* !* !* !!!!! !*! !!!!!!!!!!!!!!!!!! *!**!**
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QVLNATDKFYTVDEHNWDDADDTKTAVKTLYQKLMKKNEQGAVDVVYPAGDGYNI

VPVI EQQIKAKDGNLSYAIGYVTDQS
NTDB id 275040 C5695 RS05935 WP 117729939.1 WQSEVDGFIKGAKYQDEHVQVLADFVENWDDADKAVTLYQKLKKQGVDVVYPAGDGYNIPVIEQIKADNLSAIGYVTDQS 240
NTDB id 94 BSU 11300 NP 389012.2 WQPEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQS 238
consensus !!*!!!!!!!!!!! *** ! * **!!! !! !!!!*! ! !!!!!!!!!!!*!!! !!! ! ! !!!!!!!!!
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NLGESHNTVLTSTVQHNVDKAYES I IAEKKQFNEKGKTLENEGGQDEHYSFYDFLKNETGVI

VEMGKTFSPSLTI
VDQRADFQVKQDRIAEKSDL IAKSTYKNKTGEKLPKNENEK

NTDB id 275040 C5695 RS05935 WP 117729939.1 NLGSHTVLTSTVQHVDKAYSIIAKKFNEGKLNEQDEYSFDFKEGVIEMGKFSSTIDRAFVKDIESDIASYKKTGKLPNEK 320
NTDB id 94 BSU 11300 NP 389012.2 DLGENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHY.YDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus !! *!!!!!!!!*!!!!! !!! !! ! ! !*!**! !!*!!! !!* *! ! ! ! *! !!! !!
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