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NTDB id 275037 C5695 RS05075 WP 117729737.1 FEIQTLDI........................................................................ 88
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
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NTDB id 275037 C5695 RS05075 WP 117729737.1 ................................ 88
NTDB id 78 BSU 10420 NP 388923.1 RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
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