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CYLDGGADETGDALDQDEFVI LKAENDNEKKI
LRAQLHNLNSKEEWRRASYFQF I LFMIKAATQTSEQPQMLQVS

NTDB id 27503 SSA RS01110 WP 002910847.1 MNFEKIEQAYTLILENVQNIQNALSTNFYDALIEQNGIYLDGDTDLQEVLANDEKIRALHLNKEEWRRAYQFILMKAAQTEPMQV 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
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logo NHQFTPDTS IGFLI ITLFYLLDEQGLATHNGKESEQALDVI LI E IGSGTGNLAETI LVNHNTSQSKKS IDYI
L
MGLI ELVDDLL IDLSAS IAEDVMLNDSKSAVHFAVQGEDAVR

NTDB id 27503 SSA RS01110 WP 002910847.1 NHQFTPDTIGFLITFLLDQLAHGEEADVLEIGSGTGNLAETILNHTQKKIDYLGLELDDLLIDLSASIAEVMNSKAHFAQGDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!!!*!**!!**!******!**!!!!!!!!!!!!!*!***!*!!!*!*!*!!!!!!!!!!!!*!**!**!!*!*!!!!

logo PQVI LKESDVI I I SDLPVGYFYPDNDSKIASQRYEQVASAPKDLEGHTYAHHLLMEQSLKYLKPKGEGYLAI FLAPNVDLLTSAEQASPLLKKWLLQANKNAVQTFI IL
NTDB id 27503 SSA RS01110 WP 002910847.1 PQVLKESDIIISDLPVGYYPDDSIASRYEVASPDEHTYAHHLLMEQSLKYLKPGGYAIFLAPNDLLTSAQAPLLKKWLLAKAQFI 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!*!!!!!!!!*!!*!*!!*!!*!!****!!!!!!!!!!!!!!!!!**!*!!!!!!*!!!!!*!*!!!!!!!*******

logo AMVITSLPESAI FSKSQSKKSHNAIKTSLI FVLRKKQESAQNQNS ILQEPSF IVYPLRTDLQDHPDEEVMLFRKRFRMQKSNFQKNKWYKKEDSNEVI
F
QTKF

NTDB id 27503 SSA RS01110 WP 002910847.1 AMITLPESIFSSSKHAKTLFVLRKQEANNIQPFIYPLRDLQDHDEMFKFRQSFQNWYKDSEIQTKF 321
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF.... 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF.... 317
consensus !*!*!!!*!!******!**!!!*!!*******!*!!!*!!!!******!***!**!**!***
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