
logo MKRKSLSVCYKPRFIPYKQFSQAECYLVASPTLGQTI
L
E
H
S
YRPSLFGGSYSLATI

VDDTVFAMVASDEGDE I
LYLRACEQSAAQYCRVEKHPRNPPVLWLTLYKRKRCHGR I

SVPTLMKN
NTDB id 274877 CLQ71 RS19315 WP 012542296.1 MRKLVCPRFPQFQACVSPLGQLHSRPLFGGYSLAIDDTVFAMVAEGDIYLRACEQSAAYRVEHRNPLLTLRRHGRIVPMK 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !* ! **! * ! ** *!! ** !*!!! !!! *!!!!!!!! *!**!!!!!!!!! !*! !*** !! ** !! !**

logo YYQRI
VDDEASLWRDNEQLTKQLFVRLSKLLYSLWDQASALQKREKNSHTRNRATRSEGRLKDLPNI

MSFHLMEAL IQLGI EHAVGIKPDVRATLREI LVGAKQMQACWLQRLREQNQN
NTDB id 274877 CLQ71 RS19315 WP 012542296.1 YYQIDDALWRDETQLFRLSLLSWQSAQREKNHRRASGRLKDLPNISFHMELQLIHAGIPDVRTLREVGAQQAWQRLRENN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! *!* !!! ! !!! ! ! *!! *! !!!!!!!*!!!*! ! * !!*!!! !! *!! *! !!! *!
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VLFLAMLEGAI IVG I

VHAEAALPTVALRRQELALEWADGASLRTPKQEFPAELE
NTDB id 274877 CLQ71 RS19315 WP 012542296.1 ASLSLNVLLALEGAIVGVHAAALPTLRRQELLEWAGAR........... 198
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus ** *! !!!!!*!*! !!!! !!!!! !!! ***********
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