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NTDB id 1474 Cj1108 YP 002344501.1 PRAKKNANLKDLENVLA............................................................KMT 404
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKNQQT.KRLDLEKELAEAQEELSEAVIKLDIKASRTKEKAVEKIADKIYKF.....SVKEDKRQEVTDQAVVAVASTLT 493
NTDB id 287 SP RS11210 WP 001109712.1 AKHVKA.DDSDL....S....PADKALMDGKWKQAAQLIAKEE..............EVP.VYKDLVTESDILTTLSRLS 488
NTDB id 290 KZH43 RS10025 WP 001109677.1 AKHVKA.DDSDL....S....PADKALMDGKWKQAAQLIAKEE..............EVP.VYKDLVTESDILTTLSRLS 488
NTDB id 289 SPD RS10700 WP 001109677.1 AKHVKA.DDSDL....S....PADKALMDGKWKQAAQLIAKEE..............EVP.VYKDLVTESDILTTLSRLS 488
NTDB id 377 SMU RS09275 WP 002262344.1 VKK..K.APAYL....T....DLDHALITNDYQLAKRLLKKEK..............KPLLKKRAEVKEEDILATLSKLS 491
NTDB id 329 STU RS10020 WP 011225298.1 IKK..E.AKREI....T....PLDEALISGDIGAAVKQYKANQ..............KAKFPKPALVDADQIMQTLSRLS 494
NTDB id 297 STER RS00545 WP 011680614.1 IKK..E.DKREI....T....PLDEALISGDIGAAVKQYKANQ..............KAKFPKPALVDADQIMQTLSRLS 494
NTDB id 85 BSU 00860 NP 387967.1 SFTTPP.NLKELEQKLDEVRKEKDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWT 484
NTDB id 274640 C5Y82 RS06425 WP 119124762.1 IDAASE...DELTNRLSEIAAEKQAALKEEQYEKAAKLRDEEEAIEARL.QN......KTNHKEHVVTAEDIQAIVEQKT 385
NTDB id 601 KW2 RS02615 WP 021036805.1 LKFVDP...EDINRRIADAENKKNEATKAEDFEKAAHFRDQISKLRELQKQE......VTDEDMPVITEKDIEQIVEQKT 420
NTDB id 378 SMU RS02690 WP 002263569.1 LNFVDP...KEIDHRLIEAENLKAQATRDEDYEKAAYFRDQIAKYKEMQSAK......LDKENTPVITEKNIEVIVEQKT 427
NTDB id 281 KZH43 RS03550 WP 000882517.1 LNFVDP...KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKT 426
NTDB id 245 SPD RS03860 WP 000882517.1 LNFVDP...KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKT 426
NTDB id 243 SPR RS03635 WP 000882517.1 LNFVDP...KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKT 426
NTDB id 241 SP RS04015 WP 000882523.1 LNFVDP...KVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKT 426
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NTDB id 1474 Cj1108 YP 002344501.1 .HHHKMFEFDQNKALMNLKTNLKAKIFGQDEVIDSLVSSLKQSFAGFKNSNTPRGVFLFTGSSGVGKTELCKALAEFLG. 482
NTDB id 610 V4T04 RS10165 WP 012897346.1 GVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFG 573
NTDB id 287 SP RS11210 WP 001109712.1 GIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFD 568
NTDB id 290 KZH43 RS10025 WP 001109677.1 GIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFD 568
NTDB id 289 SPD RS10700 WP 001109677.1 GIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFD 568
NTDB id 377 SMU RS09275 WP 002262344.1 GIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFD 571
NTDB id 329 STU RS10020 WP 011225298.1 GIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFD 574
NTDB id 297 STER RS00545 WP 011680614.1 GIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFD 574
NTDB id 85 BSU 00860 NP 387967.1 GVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFG 564
NTDB id 274640 C5Y82 RS06425 WP 119124762.1 GIPVGKLQADEQTKMKEIDVRLKARVIGQEHAVEKVAKAVKRSRAGLKSKHRPTGSFLFVGPTGVGKTELSKTLAEELFG 465
NTDB id 601 KW2 RS02615 WP 021036805.1 QIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFG 500
NTDB id 378 SMU RS02690 WP 002263569.1 NIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFG 507
NTDB id 281 KZH43 RS03550 WP 000882517.1 NIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFG 506
NTDB id 245 SPD RS03860 WP 000882517.1 NIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFG 506
NTDB id 243 SPR RS03635 WP 000882517.1 NIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFG 506
NTDB id 241 SP RS04015 WP 000882523.1 NIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFG 506
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NTDB id 1474 Cj1108 YP 002344501.1 ..LNLERFDMSEYAEKHAISKLIGSPAGYIGFEEGGLLSNAIRKNPFSLVLFDEIEKAHPDLSNTFLQIFDNAELTDNSG 560
NTDB id 610 V4T04 RS10165 WP 012897346.1 SEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKG 653
NTDB id 287 SP RS11210 WP 001109712.1 DESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKG 648
NTDB id 290 KZH43 RS10025 WP 001109677.1 DESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKG 648
NTDB id 289 SPD RS10700 WP 001109677.1 DESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKG 648
NTDB id 377 SMU RS09275 WP 002262344.1 DESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRG 651
NTDB id 329 STU RS10020 WP 011225298.1 DESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRG 654
NTDB id 297 STER RS00545 WP 011680614.1 DESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRG 654
NTDB id 85 BSU 00860 NP 387967.1 DEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKG 644
NTDB id 274640 C5Y82 RS06425 WP 119124762.1 SREAIIRLDMSEYMEKHSVSKLIGSPPGYVGHDEAGQLTEKVRRKPYSIILLDEIEKAHPDVQHMFLQIMEDGRLTDSQG 545
NTDB id 601 KW2 RS02615 WP 021036805.1 SSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQG 580
NTDB id 378 SMU RS02690 WP 002263569.1 SEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQG 587
NTDB id 281 KZH43 RS03550 WP 000882517.1 SADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQG 586
NTDB id 245 SPD RS03860 WP 000882517.1 SADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQG 586
NTDB id 243 SPR RS03635 WP 000882517.1 SADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQG 586
NTDB id 241 SP RS04015 WP 000882523.1 SADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQG 586
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NTDB id 1474 Cj1108 YP 002344501.1 LKVDFKNTIIIMTSNLGLKES...NELGFLSKNEEKS........NRAIKDFFAPEFINRIDKILHFNDLNDAILVKIIE 629
NTDB id 610 V4T04 RS10165 WP 012897346.1 RKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVK 733
NTDB id 287 SP RS11210 WP 001109712.1 RKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVK 728
NTDB id 290 KZH43 RS10025 WP 001109677.1 RKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVK 728
NTDB id 289 SPD RS10700 WP 001109677.1 RKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVK 728
NTDB id 377 SMU RS09275 WP 002262344.1 RKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVK 731
NTDB id 329 STU RS10020 WP 011225298.1 RKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVK 734
NTDB id 297 STER RS00545 WP 011680614.1 RKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVK 734
NTDB id 85 BSU 00860 NP 387967.1 RTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVS 724
NTDB id 274640 C5Y82 RS06425 WP 119124762.1 RTVSFKDTVIIMTSNAGSTDKT..VKVGFQSDQEEA...IEEQSLIDSLSAYFKPEFLNRFDSIIQFDSLDRDDLVKIVD 620
NTDB id 601 KW2 RS02615 WP 021036805.1 RTVSFKDSLIIMTSNAGTGKVE..ASVGFGAAREGR.....TKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVD 653
NTDB id 378 SMU RS02690 WP 002263569.1 RTVSFKDTIIIMTSNAGTGKSE..ANVGFGASREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVS 660
NTDB id 281 KZH43 RS03550 WP 000882517.1 RTVSFKDAIIIMTSNAGTGKTE..ASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVE 659
NTDB id 245 SPD RS03860 WP 000882517.1 RTVSFKDAIIIMTSNAGTGKTE..ASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVE 659
NTDB id 243 SPR RS03635 WP 000882517.1 RTVSFKDAIIIMTSNAGTGKTE..ASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVE 659
NTDB id 241 SP RS04015 WP 000882523.1 RTVSFKDAIIIMTSNAGTGKTE..ASVGFGAAREGR.....TNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVE 659
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NTDB id 1474 Cj1108 YP 002344501.1 KELDEISKNL..NNIKLSVDDKAKIYLAKKAYNKEFGVRLLKRIISEEIGEKISDEILFGKLKKGGIAKIKLGKNEKLEF 707
NTDB id 610 V4T04 RS10165 WP 012897346.1 IMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKK.IKI 812
NTDB id 287 SP RS11210 WP 001109712.1 IMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQ.LKF 807
NTDB id 290 KZH43 RS10025 WP 001109677.1 IMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ.LKF 807
NTDB id 289 SPD RS10700 WP 001109677.1 IMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQ.LKF 807
NTDB id 377 SMU RS09275 WP 002262344.1 IMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEK.LKF 810
NTDB id 329 STU RS10020 WP 011225298.1 IMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK.LTF 813
NTDB id 297 STER RS00545 WP 011680614.1 IMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDK.LTF 813
NTDB id 85 BSU 00860 NP 387967.1 LMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGE.FVV 803
NTDB id 274640 C5Y82 RS06425 WP 119124762.1 LLLNELSAQLKEQNLTVHVTKEAKEKIAELGYHPAFGARPLRRTIQEHVEDQMTEILLEEDKLSGFTVAVE.DNEI.VVK 698
NTDB id 601 KW2 RS02615 WP 021036805.1 LMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQLVADLI.DDKI.VIS 731
NTDB id 378 SMU RS02690 WP 002263569.1 LMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELKAIMT.SNGK.IVI 738
NTDB id 281 KZH43 RS03550 WP 000882517.1 LMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGN.IQI 737
NTDB id 245 SPD RS03860 WP 000882517.1 LMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGN.IQI 737
NTDB id 243 SPR RS03635 WP 000882517.1 LMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGN.IQI 737
NTDB id 241 SP RS04015 WP 000882523.1 LMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLKAVMT.SKGN.IQI 737
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NTDB id 1474 Cj1108 YP 002344501.1 IF............... 709
NTDB id 610 V4T04 RS10165 WP 012897346.1 AQIV............. 816
NTDB id 287 SP RS11210 WP 001109712.1 DIA.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 DIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 DIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 DIV.............. 813
NTDB id 329 STU RS10020 WP 011225298.1 TVV.............. 816
NTDB id 297 STER RS00545 WP 011680614.1 TVV.............. 816
NTDB id 85 BSU 00860 NP 387967.1 KTTAKTN.......... 810
NTDB id 274640 C5Y82 RS06425 WP 119124762.1 KG............... 700
NTDB id 601 KW2 RS02615 WP 021036805.1 NQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 KASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 KSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 KSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 KSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 KSAKK.AEVKSSEKEK. 752
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