
logo MEGAI EQFLAVGRSGSGKTKTAL I ILENES IKQDEEQLRLRADPFLGKPP I I FLVPDQMTFLMEYELAKTPSDEAMGGMIRAKQVFSFSTRLAWRS IVLQHQTG
NTDB id 274631 C5Y82 RS05110 WP 119124659.1 MEIQFLAGRSGSGKTTAILEEIKEQLRLDPLGPPIIFLVPDQMTFLMEYELAKTSEAGGMIRAKVFSFTRLAWSILQQTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus ! !! !!!!!!!! !* ! * !! ! !*!!!!!!!!!!!!!!!!!!!!!** !!!!!! !!!!*!!!! *!!*!!

logo GAMNSRPQFLVTSTGI
VQMLLRKLVI EEHQKDQEKFKVFYKQKASDKPSGFTVAEQI

VEKRMTLMATEFKRYCLMELPEDE I ERKR I
M
A
S
E
V
E
S
G
S
M
T
A
LSEYRTEGERRVALASE

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 GANRQFVTSTGIQMLLRKVIEEQKDKFKVFKKASDKPGFVEQIEKTMAEFKRYCMLPEEIEKISVESMLSEYTEERRAAE 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus ! !*!*!!!!*!!!!!!*!!!*! !!!* !!!!!*!! !*!* * !!!!!!* !!*! ** !!! !! !

logo KLHDLHS IVLYQQMEEKHSLAQDEQYLVHSEDYLNTLLAEQHQIPLSAEDE IKGAHIY I
VDGFYQFTPQEQFLLRVI

LEQLLML
VHAAEHKI

VTAFASFLTAVDKQPS
NTDB id 274631 C5Y82 RS05110 WP 119124659.1 KLHDLHVLYQQMEEHLQDEYVHSEDYLNLLAQQIPSAEEIKGAHIYIDGFYQFTPQQLLVIEQLLLHAAKVTAAFTVDQS 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!!**!!!!!! *! ! !*!!!!!! !!! *!! !!*!!!!!!!*!!!!!!!!! !*!!!**!! **! ! ! *

logo

S
Y
H
Y
D
EREQPHNELDELFRMTGKTYFYQRLHYQKLAKECLGNALDI STEYKTEI FLESGRNTEHRHLTKYTPDELAHYLEAHQYEAQRPAVI

QPYAQEKNQTEPAHLTVMSKQASANSKR
NTDB id 274631 C5Y82 RS05110 WP 119124659.1 YHDRQPNELDLFRMTGKTYFQLYQLAKECGADISETIFERNHRHLYTPDLAYLEHQYEQRPVQPYQENTPHLTVSKSASK 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus **! !*!!*!!!!!!!!!* !*! !!!* !!* *!! !!*!!*!!*!!! !! !! ! **!!! ! *

logo RAE I
LEGI

VARDE IHLADLVREKGLYRLYKRDI
V
A
S
I
V
L
VARHQPVDEDYKDMTLVKEVFARDYDE IPFYF IDGKNAESML

Q
N
YHPL I EFL IRSSLDVI

LKGNWRY
NTDB id 274631 C5Y82 RS05110 WP 119124659.1 RAEIEGVARDILDLVREKGLRLRDISVVARHVDDYKDTLKEVFRDYDIPFFIDGNESMQYHPLIELIRSSLDVIKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus !!!*!!*!!*!* !!!!!! ! *!* **!!***!!!! *!!!! !!*!!*!!!! !! !!!!! !!!!!!!*!!!!!!

logo EAVFRCVKTEFLLFPLENEIPTKANKAVREQAVDQLENYC IAYGI
VKGDERWTKNGDSRFHQYRRFQVSLDDEDFARQTDQE I EMENQMLNDTVKRDEW

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 EAVFRCVKTEFLFPLEITKNKAREQADQLENYCIAYGVKGERWTNGSRFHYRRFQSLDEDFRQTDQEIEMEQMLNDVKEW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!!!!! !!!! *! ! !!! !!!!!!!!!!!*!!*!!! ! !!*!!!! !!!*!! !!!!!!!!!*!!!! **!

logo ITVPPLFYQLQKRLMKKNAKQKTVQRDEKMAVEALVYRVFYLEE I
T
D
QVPDLKLDEKQAERLQERAEDEADGR I

L
A
I EAMQQHGQQAVWDAVIQLLMDEEFVDEML

MGDDEE I
L

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 ITPPLYQLQKRLKNAQKVRDMVEAVYVFLEEIQVPDKLEKARLEAEEAGRLAEAMQHGQVWDAVIQLMDEFVDMLGDEEL 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus ! !!!*!!!!!*! ! ! * !!*! *!!! !! !!* ! !!* !!* !! !! ! !!!!!!!**!!!*!*!!*!*



logo SFLDPLFQQMIDEATGALAESLKTFASL IPPASLDQVF IVGNSMDLSRMYGQTVKSCMTF IV I
LGAVNDGVI

LPARPDSDEENGSVLSDEDDREWLKRTAIGAVELAS
NTDB id 274631 C5Y82 RS05110 WP 119124659.1 SFPLFQQMIDTGLASLKFALIPPSLDQVFIGSMDLSRMYQVKCMFIIGVNDGVIPARPSDESVLSEDDREWLKRAGAELA 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus ! *!!!!!!* ! !! ! !!!! !!!!!*! !!!!!!! ! !**! !!!!*!!!! * !!!*!!!!!!! ! !!

logo

E
S
G
TGKRERLLDEHQFL IYMQAFLSSPSDHHRLYLVSYAPAIASDAEGKRSTLLPSMP I

L
I
VKRYCLEQELFMPHNHKQEQARLLYTVLNDEPELQLVESDDEEQLKMF

YVAVNEKHS
NTDB id 274631 C5Y82 RS05110 WP 119124659.1 ETGKERLLDEQFLIYQALSSPSHHLYLSYAASDAEGRSLLPSPLIKYCQELMPNHQQALYVLDPELLEDDEQLKFVANEH 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !*!!!!!!*!!!! ! !!!!**!!*!!* !!!!**!!!!***! * !! !*! ! *!! * !*!!! *! ! *

logo VASLQSFYTAI SQLQRLQWLTNREQYDP I SDGVWWSTVYNVYLMS
T
E
S
P
Q
D
NRDLQVSKKNI

L
F
MSSLFFRTNERAVKPQLEKPRNSVSTKREQLYGDEHR IQGSVSRMEKTFNA

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 VSLSYTISQLQQWLNQYPISGVWWSVYNYLMTSPNRDVSKNIMSSLFFTNRAKPLKPNVTKELYGDHIQGSVSRMEKFNA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus ! !*! !!! ! !*!! !!!! !! !!* * ! !! * !!!!! ! !*! * !** !!!**!!!!!!!!! !!!

logo CAPFSHFASHGLHKLKDERQFFYKLEAPDIGQLFHSASLKHL I SDRTLRVEQKKLDWKRDNLTKEDQCEVLTFYSRYDHAI
VEQRLAPKRLQKE I LLSSN

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 CAFSHFASHGLKLKDRQFYKLEAPDIGQLFHSALKHISDTLVEQKKDWKNLTKEDCVTYSRHAIEQLAPRLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !*!!!!!!!!!*!!*!!!*!!!!!!!!!!!!! !!*!!! ! !!! !!* !!!! ! *! *!*! !!!*!!!!!!!!!!

logo RHAYYI
VKEKLQKI LV I

TRVSGS I LSEHAKAVSGFSVP I
VGLELGFGGKQGPLPPFLTFQLKNGCTMELVGR IDRVDKAEGSSKGLFLLR IV

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 RHAYIKEKLQKILIRVSSILSEHAKVSGFSPVGLELGFGGQGPLPPFTFQLKNGCTMELVGRIDRVDKAEGSKGLFLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !! !*!!!!!!!* !!! !!!!!!! !!! !*!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!

logo DYKSSDEKGLDLAEVYYGLALQMLTYLDLSTITHYSAKDEWLGI
M
E
RATPAGI

VLYFHIHDPLMIQASNP I
LPLAGELDE I EQE I FKKFKMKGL

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 DYKSSEKGLDLAEVYYGLALQMLTYLDLTITYSKEWLGIEATPAGILYFHIHDPLIQAPIPLAEDEIEQEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*! *!!!* !!!!!*!!!!!!!!*!! **!!* !!!!!!!!!!!!!!!!

logo LLEGDQVEAVVKRLMDQTTLEQESGRSNQI
V INQAGLKKDGSFLRSDSAAVLVGSEDKEHFDHI

LLTKQHVRRTFEQEAGEQR ITDNGERVAS I ENPYKLMKDNKQTP
NTDB id 274631 C5Y82 RS05110 WP 119124659.1 LLEDVEAVKLMDQTLESGRSQVIQAGLKKDGSFRSDSAVLSEDHFHILTQHVRRTFEEAGERITNGEVAINPYKLKDQTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !! ! ! !*!!! !! !!!**!*!!!!!!!! !!!!! * ! *!**!! !!!!!! !!!! !! ! ! ! !!!*! !!



logo CRTFYCASFKS IVCQFDES ILEDENDEFYRPVLKTASEKDDKTVI
V
I
LERWIKKEAGDGQNYAEHNSTKTE

NTDB id 274631 C5Y82 RS05110 WP 119124659.1 CRFCSFKSICQFDESIEDNDFRVLTSEKDDVVIERIKKEGDQYANTKTE 1169
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS... 1166
consensus ! *! !!!*!!!!!!*!*!**!*! !!! **! !!!!*! *****

X non conserved

X similar

X ≥ 50% conserved


