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NTDB id 274615 FORC77 RS20745 WP 131070399.1 MKKILLTCLLASASFQVSSHTSEVLSGYWAYQEFLEKFPQQGVLTRELSEVVRNAPVPLKSHQSKPIRISVVFPGQQISD 80
NTDB id 1163 A1552VC RS18030 WP 000823678.1 MKRKLISPLFLIAALFSSTGQADSLKGYWHYDEFLAEFPEQRPISELFAQTVRDKPSALTVAQEQPVIISVVYPGQQISD 80
consensus !!* !** ! ! !** * ! !!!*! !!! !! ! *** !! ! *! *! !* !!!!*!!!!!!!

logo YWVRNI
L
K
SAFEKRMDAKLGHIRSYQINQVFTRPNALDTVKRQQSVSLMEALKNSKSDYL I FTLDTTRHRKF I EHVLDHSSETKL I LQNI

NTDB id 274615 FORC77 RS20745 WP 131070399.1 YWVRNLSAFEKRMDKLHISYQINQVFTRPNADVKQQSVSLMEALKSKSDYLIFTLDTTRHRKFIEHVLDSSETKLILQNI 160
NTDB id 1163 A1552VC RS18030 WP 000823678.1 YWVRNIKAFEKRMDALGIRYQINQVFTRPNLDTRQQSVSLMEALKNKSDYLIFTLDTTRHRKFIEHVLHSSETKLILQNI 160
consensus !!!!!* !!!!!!! !*! !!!!!!!!!!! ! *!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo TTPVKQADWDQGKKRQPFML
MYI

VGFDHAEEYGAS IQALLADQKYFYKQAQHLYAPPQGKAKNPYSVLYFSEGYI
VSDEARGDTF IHQDQMNAHSVDHHRFAPLAKSSFYYTKAT

NTDB id 274615 FORC77 RS20745 WP 131070399.1 TTPVQAWDKRQPFLYVGFDHAEGSIALADKFKQLYPQGANYSVLYFSEGYVSDARGDTFIHQMNHSDRFALKSSFYTKAT 240
NTDB id 1163 A1552VC RS18030 WP 000823678.1 TTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQAH.APKKPYSVLYFSEGYISEARGDTFIQDMNAVHHFPLASSYYTKAT 239
consensus !!!! ! *!! *!*!!!! ! !! * **** *!!!!!!!!!!*!*!!!!!!!* !!* **!*! !!*!!!!!
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NTDB id 274615 FORC77 RS20745 WP 131070399.1 KASGYESAKNSLERYPDVDFIYACSTDVALGAIDALKALGRTNIKINGWGGGSAELDAIAAGDLDLTVMRMNDDTGIAMA 320
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EQSGYEATLNIVKNNPEIGFIYACATDVALGAAQALKELNRQDILVNGWGGGSAELEALAKGELDVTVMRMNDDTGVAMA 319
consensus !!!! ! * !** !!!!! !!!!!!! !!! ! ! ! *!!!!!!!!!!*!*! !*!!*!!!!!!!!!!*!!!

logo EAIKWDI
LEGKRSTVPLTVFYSGDFEVVTKEQDSAPAEHR IAEELLKAKRAFRYSDQRP

NTDB id 274615 FORC77 RS20745 WP 131070399.1 EAIKWDIEGRTVPTVFSGDFEVVTKEDSPEHIELLKKRAFRYSDQP 366
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EAIKWDLEGKSVPLVYSGDFEVVTKQDSAARIAELKARAFRYSDR. 364
consensus !!!!!!*!!**!! !*!!!!!!!!! !!* *! !! !!!!!!! *
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X ≥ 50% conserved


