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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQK.VEHDT.....TENALENKLLIGRSLPIQQLRIAI 154
NTDB id 274597 FORC77 RS08590 WP 130349699.1 IIATAHGSVDIAVSLMNKGAEDFLEKPIKADRLKTSIAVHLKRAK.LEHLVENMQSRFDRPRYHGFIGACLPMQAVYKTI 156
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKND.....VDNKNQNYQGFIGSSQTMQAVYRTI 146
consensus ***!!*!**!*!* *** !! !!* !!* ***!* *** ****** **** * **!! ****!*****!

logo

K
D
K
S
A
I
VAPRSTSKQTAPS IVFVINTGESGTGKEVVCANELAVIHAKRALQSKLNRGKSDEGKQPF IA INCAGAIPKRTEDL IMESE I

LFGHKLVKGSAFTGAATQTEDKRKQGLAI
A
E
L
M

A
L
SADHNGG

NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGG 234
NTDB id 274597 FORC77 RS08590 WP 130349699.1 DSVAPTTASVFINGESGTGKEVCAEAIHKQSLRKEQPFIAINCGAIPRDLMESEIFGHLKGAFTGATTDRKGAAMLANGG 236
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRER 314
NTDB id 274597 FORC77 RS08590 WP 130349699.1 TLFLDELCEMELEMQKKLLRFLQTGTFTPLGGSKEVKVDVRIICATNRDPLKEVEEGRFREDLYYRVHVVPIEMPPLRER 316
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRAN..ISN 392
NTDB id 274597 FORC77 RS08590 WP 130349699.1 GNDIVELANHFLKTYAKEDGKKFNSISKEAQSILKKYNWPGNVRQLQNIIRNIVVLNDDNQLNVEHLPAQLTTKPQTVKE 396
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN. 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PF......ASAAQSIQT.................TVAAPQAVK.KLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKK 448
NTDB id 274597 FORC77 RS08590 WP 130349699.1 PAKLSTPPQPAQAVIHEMHNGHEALNHHSLETQTSKANPLTHNAFHHSDGSIRPMWQIEREAIQNAIAFCDGNVISAAVM 476
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ...................................RALPLAHE.NKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATY 429
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LGMTFRSLRYRL.KKFGLDTETEQEV.. 473
NTDB id 274597 FORC77 RS08590 WP 130349699.1 LELSPST.VYRKKQAWEAE.ENA..... 497
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LDVSPST.IYRKLQTWNEK.VKEKEKER 455
consensus !****** *!!* * * * * * *

X non conserved

X similar

X ≥ 50% conserved


