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NTDB id 274434 RGna RS15465 WP 004842996.1 MPRHGHMGPQGADEKAKDLKGTLKKLLHYMSVFKVQMLLIVIFAVCGTTFTIIGPKILGKATTEIANGLMSKVSGGSGMDFEKIG 85
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NTDB id 274434 RGna RS15465 WP 004842996.1 QILLLTLALYLVSTLCSFIQGYLMTGVSQKTTYRLRKEISEKINRMPMNYFDTKPVGEVLSRVTNDVDTLGQSLNQSATQMIQSV 170
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NTDB id 274434 RGna RS15465 WP 004842996.1 TTLIGVLIMMLTISPLMTLVTLIILPISMLLIGFVMKHSQKYFRGQQEYLGNVNGQVEEVYSGHSIIKAFNKEENVIDEFDATND 255
NTDB id 370 SMU RS04260 WP 002263294.1 ILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLND 235
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NTDB id 274434 RGna RS15465 WP 004842996.1 KLYDSAWKSQFFSGMMMPIMQFIGNLGYVVVAILGGFLTIKKTIEVGDIQSFIQYVRSFTQPIQQIAQVANMLQMTAAASERVFE 340
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NTDB id 274434 RGna RS15465 WP 004842996.1 FLEEEEEDQTVEHPVSVENLEGNVSFDHVHFGYNADRIIVNDFSAEVKEGQKIAIVGPTGAGKTTMIKLLMRFYDVNSGAIKIDG 425
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NTDB id 274434 RGna RS15465 WP 004842996.1 HDVRDFNRSELREMFGMVLQDTWLFNGSIWDNIKYGKLDATDEEVIQAAKAAHVHQFVKTLPGGYDMELNEEANNVSQGQKQLLT 510
NTDB id 370 SMU RS04260 WP 002263294.1 VNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDS.VTLSVGQKQLLT 489
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NTDB id 274434 RGna RS15465 WP 004842996.1 IARAILADPKILILDEATSFVDTRTEVLIQKAMDNLMKGRTSFVIAHRLSTIRDADMILVMKDGDIVEQGNHEELLAKGGFYADL 595
NTDB id 370 SMU RS04260 WP 002263294.1 IARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADL 574
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NTDB id 274434 RGna RS15465 WP 004842996.1 YNSQFEKTTEVA 607
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