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MKKISLLLEAYLIR FLVACSNQKISADGKLNIVTTFYPVYEFTKQVAGDIZANV LLIGAGTEPH YEPSAKAVARIQDADINFVYEN
MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
MKKISLLLASLCALFLVACSNQKQADGKLNIVTTFYPVYEFTKQVAGDTANVELLIGAGTEPHEYEPSAKAVAKIQDADTFVYEN
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ENMETWVPLLISTLIQUKKIYRYTKATGSMLLLPGGEEEQADH HGEEGHHH DPHVWLSPIYRAI{N| VEHIRDSLSISAYP KKEWAF
ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF
ENMETWVPKLLDTLDKKKVKTIKATGDMLLLPGGEEEEGDHDHGEEGHHHEFDPHVWLSPVRAIKLVEHIRDSLSADYPDKKETF
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EKNAAAYTIJSK ALDKIRYISAGL AKQKSFVTQHAAFNYLALDYGLKQVJ§ISGLSPD EPSA RLAELTEY KKNKIIJYIYFEEN
EKNAAAYIEKLQALDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN

EKNAAAYIEKLQ LDKAYAEGLSQAKQKSFVTQHAAFNYLALDYGLKQVAISGLSPDAEPSAARLAELTEYVKKNKIAYIYFEEN

RSt e ek dLGTIE N RN

ASQALARTL KEQGVIRSDVLNPLESLTEEMNTKINGE YISIM BINLKALKITTDQEGIRAIERWAEKIMEDTKTVQNGYFED AVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYISIMEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAWMVKDRTL
ASQALANTLSKEAGVKTDVLNPLESLTEEDTKAGENYIS MEKNLKALKQTTDQEGPAIEPEKAEDTKTVQNGYFEDAAVKDRTL
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SDYAGIWQSVY] LIWDGTIMDQVFDYKAKLTGKMTEIAEYKDYYRKGYIYTDV R INITDINTMEF VEGINSKKYTYKYVGK PLTYBK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK
SDYAGNWQSVYPFLEDGTFDQVFDYKAKLTGKMTQAEYKAYYTKGYQTDVTKINITDNTMEFVQGGQSKKYTYKYVGKKILTYKK

IRRBLEATORA SO [ ke e o TP QLS TEAE L

GNRGVRF FEATDADAGQ KYVQFSDHNIAP@KARHFHIF GGI¥SQEALFIJEI® NWPTYYPRIML GQEIAQEMLAH 500
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQEALFEEMDNWPTYYPDNLSGQEIAQEMLEjH 501
GNRGVRFLFEATDADAGQFKYVQFSDHNIAPVKAEHFHIFFGGTSQETLFEEMDNWPTYYPDNLSGQEIAQEMLAH 501

X non conserved
B similar
>50% conserved
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