
logo MVLLYQFLLRYKDFLTQWKLYI I SAVVL IMVL IGF I FWRQDDYTSRNFENKDTNALKQSTSENNSSLSKLVEDVQVKDGDNSKNKGPV
NTDB id 274015 RK61 RS09980 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSKNKGPV 85
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSKNKGPV 85
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSKNKGPV 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!

logo YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLDEDADVSRQINLSEKLTDQKMI F IPHKGQKNVEPQI EGVNSVHVKNGNTNNTKVNL
NTDB id 274015 RK61 RS09980 WP 001793467.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVKNGNTNNTKVNL 170
NTDB id 36 MW RS08230 WP 001793467.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVKNGNTNNTKVNL 170
NTDB id 20 SA RS08005 WP 001802022.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVKNGNTNNTKVNL 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!

logo NTASVSELMSVPGVGQAKANAIVEYRNQQGAFQE IDDLKKVKGFGSKTFDKLKSYFTI
NTDB id 274015 RK61 RS09980 WP 001793467.1 NTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI 228
NTDB id 36 MW RS08230 WP 001793467.1 NTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI 228
NTDB id 20 SA RS08005 WP 001802022.1 NTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI 228
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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