
logo MKQVAIGYLRQSTMTKQQSLAAQKQATIKEAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRNLKNAL
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL 85
NTDB id 273995 RK61 RS03590 WP 000806248.1 MKQAIGYLRQSTTKQQSLAAQKQTIKALAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL 85
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logo KL IMKLCQKTYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGLIQKEKARKQGRKML ITTHAPFGYEHYHNGATF ITINDQTNVEK
NTDB id 10 SA RS00435 WP 000815646.1 KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE 170
NTDB id 273995 RK61 RS03590 WP 000806248.1 KLMKLCQTYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKARQGKLITTHAPFGYHYHNGTFTIDTVK 170
NTDB id 1 SACOL RS00225 WP 000806247.1 KLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYHNGTFTIDTVK 170
consensus !!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!*!!**!!!!!!!!!*!!!!*!*!****
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VKCQR
NTDB id 10 SA RS00435 WP 000815646.1 SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ 255
NTDB id 273995 RK61 RS03590 WP 000806248.1 SPTVKAVFNYYLQGYGYKKIAQYLEADDNFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKQVKC 255
NTDB id 1 SACOL RS00225 WP 000806247.1 APTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTIYEEAQVTRTQKPVKR 255
consensus *!!!!!!!!!!**!*!!!!!!!*!!*!* *!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!!*!!!*!!**!*!!**!
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VRKPKDHNHSTLRYYVCPKQNMNNAASRFVCDEFKGINAQTELEDTKSVLEAVTCKQDFYFQNQRQI
LYTSKIKNGHATIDQKQ

NTDB id 10 SA RS00435 WP 000815646.1 TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK 340
NTDB id 273995 RK61 RS03590 WP 000806248.1 KPSENQLKQKIKCPYCHSTLTNMTVRKPDHSLRYYVCPQNMNNARFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
NTDB id 1 SACOL RS00225 WP 000806247.1 KPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLATCQDFFQNQQLYSKINHTIQQ 340
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KIDAETFKREQTHQSLHRQQPSQKRPTITSS INSAGTHYQIQRHKTAI
FQNI IQKQRFTLNI

MLYPYI EDTE IHNITSKDNK
NTDB id 10 SA RS00435 WP 000815646.1 RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK 425
NTDB id 273995 RK61 RS03590 WP 000806248.1 RLKRQRDIEIKTTLNHEQLIEKLAQGKIDAETFKEQTHSLHQQSKPISSISAYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK 425
NTDB id 1 SACOL RS00225 WP 000806247.1 RLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQNIIQQRFTLNMLYPYIDEINISKNK 425
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NTDB id 10 SA RS00435 WP 000815646.1 NLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 273995 RK61 RS03590 WP 000806248.1 SLAGIYFKNEPLNIVKQTMKLSIV 449
NTDB id 1 SACOL RS00225 WP 000806247.1 SLAGIYFKNEPLNIVKQTMELSIV 449
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