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MKQUIGYLRQSTIUKQQSLAAQKQINIEA AEKHBIIQHINFYSDKQSGRIDNREGYRA T LIQQGQCD LCCYRLNRLHRNLKNAL
MKQAIGYLRQSTTKQQSLAAQKQTIEALAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL
MKQAIGYLRQSTTKQQSLAAQKQTIEALARKHNIQMITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRNLKNAL

LR B

KLIWKLCQTYHVHILSVHDGYFDMD[NAFDRIFJKLNIFISLAELESDNIGEQV NG [NEKAKQG LITTHAPFGYJAYHNGEIFII (O3
KLMKLCQTYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKA QGKLITTHAPFGYHYHNGTFTIDTVK
KLMKLCQIWYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGK ITTHAPFGYHYHNGTFTIDTVK
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