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NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT DELL l 154
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NTDB id 27395 NATL1 RS09110 WP 011824518.1 E YGPESSGKTT AN NGGUFNAF DAEHALDPYARNLGV NLL SQPD GEMALEIV 156
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGQKIAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD LM SQPDEGEQALEIV 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKINGGNASAF IDAEHALDEAsIY ANSHI.GV i L SQPD GEQALEI)N 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ASYL.GV i L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AEAQKVGGTAAFIDAEHA.DMHYAEKLG N EL SQPDIYGEQALETIFN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELL SQPDIGEQALEI[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MGAF DAEHAIIDPNIY ARRNL G VIY SQPD GEQALEI[# 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT WMGAF DAEHAIIDPMIY ARSYL G VIY SQPD GEQALEI[¢ 140
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