
logo MKKLGTLFLVLFLSAVIAI LVACASGKKDATATSGHQKLKVVATNS I IADITKNIAGDKIDLHS IVP I
VGQDPHEYEPLPEDVKKTSEADL I

NTDB id 27382 SMI RS03210 WP 000733050.1 MKKLGTLFVLFLSVIALVACASGKKDAASGHKLKVVATNSIIADITKNIAGDKIDLHSIVPVGQDPHEYEPLPEDVKKTSEADLI 85
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADLI 85
consensus !!!!!!! !!!!! ! !!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo FYNGINLETGGNAWFSTKLVENAKKTENKDYFAVSDEGVDEVIYLEGKQNEKGKEDPHAWLNLENGI I FAKNIAKQLSAKDPNNKEFYE
NTDB id 27382 SMI RS03210 WP 000733050.1 FYNGINLETGGNAWFSKLVENAKKTENKDYFAVSEGVEVIYLEGKNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFYE 170
NTDB id 439 SPR RS07420 WP 000733056.1 FYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFYE 170
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KNLKEYTDKLDKLDKESKDKFNKNIPAEKKL IVTSEGAFKYFSKAYGVPSAYIWE INTEEEGTPEQIKTLVEKLRQTKVPSLFVES
NTDB id 27382 SMI RS03210 WP 000733050.1 KNLKEYTDKLDKLDKESKDKFNNIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVES 255
NTDB id 439 SPR RS07420 WP 000733056.1 KNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVES 255
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SVDDRPMKTVSQDTNIP IYAQI FTDS IAEQGKEGDSYYNSMMKYNLDKIAEGLAK
NTDB id 27382 SMI RS03210 WP 000733050.1 SVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYNMMKYNLDKIAEGLAK 309
NTDB id 439 SPR RS07420 WP 000733056.1 SVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!
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