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T
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NTDB id 273097 C5F17 RS03010 WP 023853086.1 MFSFFKKKSPPPAAPAQPAPPPE...AVD..............................AGSAAPAQ......PQPAEP. 40
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!**! *** ** *!***!*** !******************************* !*!* !******* ! !**
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NTDB id 273097 C5F17 RS03010 WP 023853086.1 ........QPEPQP..QQPPEPQPPVAAAPEAPRKASWLSRLKQGLSRTG....QNIGGLFVGVKVDENLFEELESALIM 106
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus ******** *!* *** ** *!** ! !* **! ! !!!!!! ** **** **!*! ! * ! !*!!!!* !!
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NTDB id 273097 C5F17 RS03010 WP 023853086.1 ADAGIEATEKLLAALRARVKKERIDDPAQVKTALRQLLADHLRPLERSFDLG.RAQPLVVMIAGVNGAGKTTSIGKLAHT 185
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !*!!!! !* *!*!! * !* ** !!* ! !***!!!** !** ! !*!*!!*!!!!!!!!!!!!!*
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NTDB id 273097 C5F17 RS03010 WP 023853086.1 FQRQGASVLLAAGDTFRAAAREQLVEWGSRNNVTVISQDGGDPAAVAFDSVNAGRARNVGVVMVDTAGRLPTQLHLMEEL 265
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !! !! !!!!!!!!!!!!!!!!!! !! !!!!!!!!! !!*!!!*!! !*!**!! * *!* !!!!!!!!!!!!!!!*

logo KKI
V
K
RRVI

L
G
QKAEIAPGSAPHE I

V
I
L
L
VVLVDAGNI

TGQNALVANQI
V
K
RAFDADAI

L
G
TLTGL IVVTKLDGTAKGGI

TLAALVAAGSQGSDVRP I
VPVRYW

YIGV
NTDB id 273097 C5F17 RS03010 WP 023853086.1 KKIRRVIGKAEASAPHEVLLVVDGNTGQNALAQIRAFDAAITLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPIPVYWIGV 345
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGV 396
consensus !!**!!* !! * !!!!***!*!*! !!!!* !**!!! !* !!!!*!!!!!!!!!!! !!!*!**** !!*!! *!!!
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D
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NTDB id 273097 C5F17 RS03010 WP 023853086.1 GEGLEDLQPFVADEFAAALLAD 367
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD. 417
consensus !!!**!! !! ! ! !!! *
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