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NTDB id 272978 C4597 RS06670 WP 006845241.1 KSDQDTGNQYYQGLNAIAGNLAAQVSSAIAFFDPAVLSLSDQQLAEMFETEPRLKDYQHYFETILTQKGHVLSRESEELL 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELL 157
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NTDB id 272978 C4597 RS06670 WP 006845241.1 AGASEVFNASQNTFSILDNADMEFGAVENEDGEFEQLTNGVYSRLLESSNPTVRKNAFQTFYQSYAQLENTFGTLISGNV 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVV 237
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NTDB id 272978 C4597 RS06670 WP 006845241.1 KQQNFQAQVRNYQSAREAALAQNHIPEVVYDNLVETTHQALPLLHRYVALRKKMLKLPELHSYDLYTPILGTPDFDIDYE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.TALTYE 316
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NTDB id 272978 C4597 RS06670 WP 006845241.1 SAKAMALEALKPMGDEYLSIMNDAFDERWIDVVENKGKRSGAYSGGSYDTNPFMLLNWVDNLNNLYTLVHEMGHSVHSYQ 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTF 396
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NTDB id 272978 C4597 RS06670 WP 006845241.1 TRNNQPYQYGDYPIFLAEIASTTNENLLTDYLLKTITDPQIRAYILNQYLDGFKGTMFRQTQFAEFEQWMHEKDASGVPL 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQIL 476
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NTDB id 272978 C4597 RS06670 WP 006845241.1 TAEVLDDAYLDLNQEYYGPALTVDPEIAYEWARIPHFYYNFYVFQYSTGFAAATALAEQILHGGTEGVAAYMSYLQAGSS 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSS 556
consensus !!* * ! !!! !! * *!! *!! !!!!!! !*!!*!! !!!!!!* !!! !*!! ! !!**!! !!!!



logo DFYPLEVIKKAGVDMATKNTDYLDQAATFDKVFEDQRLNVEFLEAS IL IVDEKTGLVHLS
NTDB id 272978 C4597 RS06670 WP 006845241.1 DFPLEVIKKAGVDMAKTDYLQATFDVFEQRLNEFESIIDTL.... 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !*!!!!!!!!!!!! !!!! ! ! !!! !! ! ! *** ****
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