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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 27267 PNAP RS00590 WP 011799554.1 MSLSLVHSRALLGLQAHPVCVEVHLANGLPSFTLVGLADTEVKEARERVRSAIQNAGLEFPGNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRARE.......EGFKGIILPKQNTREAAIVND 150
NTDB id 27267 PNAP RS00590 WP 011799554.1 RFDLPIALGILAASGQIDARKLAGYEFAGELSLGGDVRPVRGALAMSLAIARPAHGGTARKLPRLVLPEGSAQEAALVPD 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAH........KDNQHLIIANANAAEASLTGH 151
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAH........KDNQHLIIANANAAEASLTGH 151
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAAN........QVERCLVVPHSNGDQAALVGV 151
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAAN........KKQRHLVVPHANGDQAALVGK 151
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQ........KSKRELIIAKQNANEASLVSD 151
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAAS........KAKREIIVPQQNANEVSLVSN 151
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LEVYGVENIKEVIDFFNENCPLEPTK..VNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKT 228
NTDB id 27267 PNAP RS00590 WP 011799554.1 AEIYRAHHLLDVVRQFLPGDAVPEVADGWMRVASAAPSRQPAYADLADVKGQAAARRALEIAAAGGHSLLMVGSPGSGKS 240
NTDB id 1271 LPP RS03220 WP 011213198.1 QKVFTANNLREVCDYLCQGTSLQSLPPKPDL......LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QKVFTANNLREVCDYLCQGTSLQSLPPKPDL......LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ERHKSAQSLLEVCADLCGQQTLSLFQSSPSV......QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1397 DSB67 RS15690 WP 005535577.1 EQHKSAQSLLEVCAELCGQHQLNLYQTPKKK......ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1349 HI 1117 AAC22771.1 QNTYFAQTLLDVVQFLNGQEKLPLATEIVKE..SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKT 229
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TQTYCASTLLQVVNFLNNRDQLPIAQQLSQN..IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKT 228
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEM 308
NTDB id 27267 PNAP RS00590 WP 011799554.1 MLAQRFAGLLPAMTTEEALETAAVASLGGR.FT.LDHWAVRPTCAPHHTASAVALVGGGSPPRPGEISLAHRGVLFLDEL 318
NTDB id 1271 LPP RS03220 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEM 304
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEM 304
NTDB id 1349 HI 1117 AAC22771.1 MLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDEL 308
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MLASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDEL 307
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDI 387
NTDB id 27267 PNAP RS00590 WP 011799554.1 PEFPRAALEALREPLESGSITISRAASRAEFPARFQLIAAMNPCPCGYLGSSLRACRCSPEQVSRYQGKLSGPLLDRIDL 398
NTDB id 1271 LPP RS03220 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDM 382
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDM 382
NTDB id 1349 HI 1117 AAC22771.1 PEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDL 386
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NTDB id 1323 RA0C RS07335 WP 004916218.1 HIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNL 465
NTDB id 27267 PNAP RS00590 WP 011799554.1 HVEVGALAAGELVNT..PPGEATETIRSRVVQARERAMSRQG....SANQALQGQAIDAQCQLDATAAKFLNTAATRLGW 472
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NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
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