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L IQEQALLASENSGKIKNTKSQRVATAGV
NTDB id 271748 NLP RS23015 WP 104908379.1 MVKSFNSLFGKSKKGVGIELAPERVNVVQLRKQGQGLKLEIYTSVAVPEGIVIDGQISDPPAMAQLIQQALAESKIKTSRVATGV 85
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQVATAV 85
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NTDB id 271748 NLP RS23015 WP 104908379.1 PGRDSIVRIIPVPAELDDKELREMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVHVLLVATRKEITDTYISTFEQAGLQ 170
NTDB id 1411 SGL RS10685 WP 010872897.1 PMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSYLDTFQQAGLQ 170
consensus ! !* !*!**!!!!!!!* !!!*!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!*!!!!!!!*!*!!*!* !! !!!!!
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NTDB id 271748 NLP RS23015 WP 104908379.1 IDVLEINSFALIRTIREQLRQFGPQEAAVLVDIEFDSTEIAIIVNGVPQFSRTVPIGTYQMQTALARAMSLPTSRDMELLHGMVI 255
NTDB id 1411 SGL RS10685 WP 010872897.1 VDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMNLPPSRNPEILQGMTI 255
consensus *!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !! !!! !!*!! *!*!*!! !
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LLLAGPGGGL IQQLDEFYFTQRLS ILPTTVKQIDPFI EGASL
NTDB id 271748 NLP RS23015 WP 104908379.1 PATPIDGGKTGVTELDPSMAAILRVLGELTDELRRSIDFYLNQSENLEVAQILLAGPGGGLQQLDEFFTQRLSLPTTQIDPIGSL 340
NTDB id 1411 SGL RS10685 WP 010872897.1 PVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLDEYFTQRLSIPTVKIDPFEAL 340
consensus ! !* ! ! ! * ! ! !**!!*!!!!!!!!!!! !!!!!!! !!* !*!!!!!!!!! !!!!*!!!!!!*!! !!! !

logo

A
S
I
L
D
E
T
VDQTDKNFYPSDQI

V
E
QRPSGSLAI

TVLGLGI
MREAV

NTDB id 271748 NLP RS23015 WP 104908379.1 SLEVDTDKYPQVQRSGLAIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 AIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus ** ! * ** * !* !! !!!!!*!!
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X similar

X ≥ 50% conserved


