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NTDB id 271740 NLP RS07350 WP 104905825.1 MAKPKTFFTCNECGAESPQWFGKCPACGTYNSLEEQISIQSSVDVPSRGGVSSWQSAQGNGKSHGKPAKARASLTFDQITDRQIA 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR....AA....FSHSVQTVQ......KPSPITSIETSEEP 71
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VS....LTGE...KT......KPMKLAEVTSINVN 68
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VS....LTGE...KT......KPMKLAEVTSINVN 68
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VS....LTGE...KT......KPMKLAEVTSINVN 68
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VS....LTGE...KT......KPMKLAEVTSINVN 68
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VS....LTGE...KT......KPMKLAEVTSINVN 68
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VS....LTGE...KT......KPMKLAEVTSINVN 68
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NTDB id 271740 NLP RS07350 WP 104905825.1 RWESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQK.YRILYVTGEESGQQVKLRASRLGVSKTLSVVSEEKVE 169
NTDB id 125 BSU 00870 NP 387968.1 RVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN............ 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 509 SM12261 RS00130 WP 078228442.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 238 SPD RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 204 SPR RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 169 SP RS00155 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
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NTDB id 271740 NLP RS07350 WP 104905825.1 VVDPALPIDPDSIGADLYVLPETDLEEILREIDSLKPNVAVIDSIQTVFFPALTSAPGSVAQVRECTAALMKVAKHEDVTMLIVG 254
NTDB id 125 BSU 00870 NP 387968.1 .............NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVG 216
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 509 SM12261 RS00130 WP 078228442.1 .............DSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 279 KZH43 RS00140 WP 074017595.1 .............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 238 SPD RS00140 WP 074017595.1 .............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 204 SPR RS00140 WP 074017595.1 .............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
NTDB id 169 SP RS00155 WP 074017595.1 .............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVG 212
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NTDB id 271740 NLP RS07350 WP 104905825.1 HVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVADGLREVSNPSELFLGNRDDPAPGTAIVVAC 339
NTDB id 125 BSU 00870 NP 387968.1 HVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASM 301
NTDB id 537 SMSK321 RS07120 WP 080550752.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 509 SM12261 RS00130 WP 078228442.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 279 KZH43 RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 238 SPD RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 204 SPR RS00140 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
NTDB id 169 SP RS00155 WP 074017595.1 HVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM 297
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NTDB id 271740 NLP RS07350 WP 104905825.1 EGTRPIVVELQALVSPTSYPSPRRAGTGVDYNRLVQILAVLEKRVGIPMSKLDSYVASAGGLNVEEPAVDLGIAIAIVASFRDRI 424
NTDB id 125 BSU 00870 NP 387968.1 EGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTP 386
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 509 SM12261 RS00130 WP 078228442.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 279 KZH43 RS00140 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 238 SPD RS00140 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 204 SPR RS00140 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 169 SP RS00155 WP 074017595.1 EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
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NTDB id 271740 NLP RS07350 WP 104905825.1 VDPGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKRAIVPKGTKFPD...LNIEILPVSKVIDAIIAAIPHQELTADDLEPDED 506
NTDB id 125 BSU 00870 NP 387968.1 PNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG............. 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 169 SP RS00155 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
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