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NTDB id 271734 NPM RS32065 WP 094332619.1 MVKSFKSLFGKSNKGVGIELAPERVNVVQLRKQRQGMKLETFISVAVPEGVVIDGQITDPAAMAQLIQQALAESKIKTSRVATGV 85
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQVATAV 85
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NTDB id 271734 NPM RS32065 WP 094332619.1 PGRDSIVRIIPVPAELDDKELREMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVHVLLVATRKEITDTYISTFEQAGLQ 170
NTDB id 1411 SGL RS10685 WP 010872897.1 PMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSYLDTFQQAGLQ 170
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NTDB id 271734 NPM RS32065 WP 094332619.1 IDVLEINSFALIRTIREQLRQFGPQEAAVLVDIEFDSTEIAIIVNGVPQFSRTVPIGTYQMQTALARAMSLPTSRDMELLYGMII 255
NTDB id 1411 SGL RS10685 WP 010872897.1 VDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMNLPPSRNPEILQGMTI 255
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NTDB id 271734 NPM RS32065 WP 094332619.1 PPTPIDGGKTGVTELDPGMAAILRVLGELTDELRRSIDFYLNQSENLEVAQIILAGPGGGLQQLDEFFTQRLSLPTTQIDPIGSL 340
NTDB id 1411 SGL RS10685 WP 010872897.1 PVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLDEYFTQRLSIPTVKIDPFEAL 340
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NTDB id 271734 NPM RS32065 WP 094332619.1 SLEVDTEKYPQVQRSGLAIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 AIDTD.QNFSDIERPSLATVLGLGIREA 367
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