
logo MTSYSSPSQSKRKRSRTALVATLTRNTEYFSPFGNKLVAQGSGHYVDNATEQLMRQAL IVEQSVKRKSTGRPSLPTEEVLEKAS IVTGQREQLSPELLRQYKKNQQLFELKI
VLYGV

NTDB id 271732 NPM RS27585 WP 094328117.1 MTYSSPQRRSTALTTRTEFSPFGNKLVQSGYVNTEQMRQALIESRKSGRPLTEVLESITGQQLSPELLRQYKKQQLFELKILYGV 85
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGV 85
consensus !! !!* **! !* ! !!!!!!!!! !*! !!*!!!!* *!*!!*!*! ! *!! !!!!!!!!!!!*!!!!!!*!!!!

logo

D
E
F
S
L
VDPEVASPS IVANTQTMQMAGENL I EGRTFLFIPLVDI

TCRRFHKRFLLVPLASKQHQEDGQDTPPSVLVAMVADPDNLAEAQSDDELNR I LRPVKQGFLAELQRRLMVI
VTQDEDFYNQ

NTDB id 271732 NPM RS27585 WP 094328117.1 EFLDPEVSSVANTMMGNLIETLIPVDICRRHRLVPLSKHEDQTPPSVLVAMVAPDNLEASDDLNRILRPQGLALQRMVITQEDYQ 170
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDDFN 169
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NTDB id 271732 NPM RS27585 WP 094328117.1 QLINQYLDEMA...VKQKHLDQEKFT.DINQDLENLGNLDISDAPEEMEADLGAAMKGAEDAPVINLVNRILAKALHEGVSDIHI 251
NTDB id 1410 SGL RS13950 WP 010873519.1 QLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQEGTSDIHV 254
consensus !!* !! *** ! * !!!* * *! * *! *!* *** * ! * ! !!!!!!!!*!!!!!!*!! !!!!*
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NTDB id 271732 NPM RS27585 WP 094328117.1 EPQEENLRIRFRKDGVLKEAFDPLPKKIIPAVTARFKIISNLDIAERRMPQDGRIRRLFEGRKVDFRVNTLPSRYGEKVVLRILD 336
NTDB id 1410 SGL RS13950 WP 010873519.1 EPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILD 339
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logo NSASTQLGLDFKL ITDNPETLHQI
TVQRDELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLASEKRNDSPEGI

VNINSTAVEDP I EYASLPGITQVQVIREKGLM
NTDB id 271732 NPM RS27585 WP 094328117.1 NSSTQLGLDKLITDPETLHIVQDMVSRPFGLILVTGPTGSGKTTSLYSALSEKNDPGINISTVEDPIEYSLPGITQVQVIREKGL 421
NTDB id 1410 SGL RS13950 WP 010873519.1 NSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGM 424
consensus !! !!!!!! !!! !!!!* ! ** !!*!!*!!!!!!!!!!*!*!!! ! !*! ! *!! ! !!!!!! !!!!!!!!!!!!!!*

logo DFASNTAI LRAFLMRQDPDVI
LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIARLDGEMGI

VEPFMVSGSSL ILGVLAQRLMVRKRVCST
NTDB id 271732 NPM RS27585 WP 094328117.1 DFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIARLGEMGIEPFMVSSSLIGVLAQRLVRRVCS 506
NTDB id 1410 SGL RS13950 WP 010873519.1 DFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCT 509
consensus !! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!*!!!!!! !!*!!!!!!!*!*!!*
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NTDB id 271732 NPM RS27585 WP 094328117.1 ECRIPYTPTTEELARYGLSASSDVEVTFYKANTLTLDAIADAKAKNHLCPKCNGNGYKGRCGVYEVMRVTENLQTLINEDAPTER 591
NTDB id 1410 SGL RS13950 WP 010873519.1 ECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDR 594
consensus !!!!*!*!* !!! !*!!!!! ! !!!!!!!*!**! !* !* ! *!!*!! ! !!!!!*!!!!!!! *! * !!! !*!*!



logo IKDECVAI
VEEGMI

KTLLAYSLDNLVQREGSYTTLEEVERVTFTDTGLEASELMKRAKRKSTAGLTCRSTCADAETLKQQEWLDCPYCMTSRFS
NTDB id 271732 NPM RS27585 WP 094328117.1 IKEVAIEEGMKTLLAYSLDLVREGSTTLEEVERVTFTDTGLEAELKAKRKTGLTCRSCDATLKQEWLDCPYCMTSRF. 668
NTDB id 1410 SGL RS13950 WP 010873519.1 IKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus !!**!*!!!! !!!!!!! !! !! !!!!!!!!!!!!!!!!! !**!!!!**!!!!*! ! ! !!!!!!!!!!!!!!*
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