
logo MF
YIQSENI

L
E
QLKTNSYRNYDEHKALELQSFEDNKVNVI IGENAQGKTNLMEAIYVLASMAKSHRTSNDKREL IRWDEKDEFYAGKQI EKGKRLVMQKQRNGSAS

NTDB id 271657 C2I25 RS11635 WP 106823395.1 MFISEIQLKNYRNYEKLELSFEDKVNVIIGENAQGKTNLMEAIYVLAMAKSHRTSNDRELIRWDEEFGQIKGKLQKRNSS 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
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NTDB id 271657 C2I25 RS11635 WP 106823395.1 LSLELNISKKGKKAKLNQLEQQKLSQYIGVMNVVMFAPEDLNLVKGSPQVRRRFLDMELGQIAPVYLYELSQYQKVLTQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus *** ! !!!!!!!*!*!**!!!!!!!!*! *! *!!!!!!!!!!!!!!!!!!!!!!!!*!!* !!!!**!! !!!*!*!!
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NTDB id 271657 C2I25 RS11635 WP 106823395.1 NHLLKKMQGNSKNEETMLDVFTVQLIEHGAKILQKRFEFLHLLQEWAAPIHRGISRGLEELEIVYKPSVDVSESMDLSKI 240
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKI 240
consensus !! !! *! * !!!!! ! !!*!**!!** !! ! * ! !! !!! !!!!!!!!! * !** *!!!***!!!!!

logo

G
K
D
E
S
VYQYEASFQSKSLVKREQKRE I EFRGTVTL ISGPHRDDLVLQFFYVNGSKRDNVQTVFYGSQGQQRTTALSLKLAE IDEL IHYESE I

V
G
KEYP I LLLDDVLS

NTDB id 271657 C2I25 RS11635 WP 106823395.1 KEVYYESFQSVKQREIFRGTTLIGPHRDDLQFFVNSKNVQVFGSQGQQRTTALSLKLAEIELIYSEVKEYPILLLDDVLS 320
NTDB id 353 BSU 00040 NP 387885.1 GDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLS 320
consensus * ! ! ! ** *!! !! !! !!!!!!* !*!! * !! *!!!!!!!!!!!!!!!!!!*!!* !* !!!!!!!!!!!!

logo ELDDYRQSHLLHNTIQGKRVQTFVTTTSVDGIDEHETLKRDQAGKMTFIHRVQTNGATLVDVCKE IDRA
NTDB id 271657 C2I25 RS11635 WP 106823395.1 ELDDYRQSHLLNTIQGKVQTFVTTTSVDGIEHETLKDAKTIHVTNGTVDCEIDRA 375
NTDB id 353 BSU 00040 NP 387885.1 ELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK..... 370
consensus !!!!!!!!!!!*!!!!*!!!!!!!!!!!!!*!!!!* ! *! !! * ******
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