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NTDB id 271440 C4N11 RS08035 WP 000609575.1 MINNVVLVGRLTRDAELRYTQSNIAVATFTLAVNRPFKNEAGEREADFINCVIWRQLAENLANWAKKGSLIGVTGVIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NYDENQQGQRVFYVTEVQVVADESSNVFSQFLLEPSKRTNGSTGQTEGQNQSGNRSQGDHGQADHSHQGNGFYQNQEQSNGNQYSGNQGSGSQSYFGQGNGNQNSDQYGQQGNSGPSFGTVEGSNPGQQNNTGQTRNALRNPVAPQADGFNNST

NTDB id 271440 C4N11 RS08035 WP 000609575.1 SYDNQQGQRVYVTEVVASNFQLLESRNSQQNNQGHQDHHGGYQQQGYSNQGSSFQNGNSYGQQGSFVE.GNTTNLVPDFT 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGAS.QNFN.SNQSNGSQ.......Q...SGFTSPQQTGNAPAANN 148
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS......GGYN.EGNSGGGQYFGGGQND...NPFGGNQNNQRRNQGNS 150
consensus *!*!!!!!!!*!!!!*******!!**** * ** **** **!**** * ** ! *** * ***

logo

F
R
T

D
N
Q

A
D
N

N
DPFGARNDNPTGKNQAPLIDI SDDDLPF

NTDB id 271440 C4N11 RS08035 WP 000609575.1 RDNNPFGRPTNPLDISDDDLPF 181
NTDB id 624 LCA RS00040 WP 011373726.1 TQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 FNDDPFANDGKPIDISDDDLPF 172
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