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NTDB id 1177 A1552VC RS01165 WP 000422572.1 75
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 S 80
NTDB id 1116 NGFG RS10615 WP 003690200.1 e SIPMIRVEBIG R 76
NTDB id 1086 NMV RS00245 WP 002218487.1 .. SIPMIRVEBIG R 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1 PPM R DG R 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 PPM R DG R 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVDG R Y 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 PPMIRVDG R Y 76
NTDB id 27116 PING RS15655 WP 011771295.1 PPMIRVDG R Y 76
NTDB id 1202 PSJM300 01600 AFN76400.1 PPMIRVDG R Y 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PPMIRVDG R Y 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 PPMIRVDG R Y 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 .. ASDLHLSAG PPMIRVDG R Y 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 BMDITELLAFSVK [ASDLHLSAG PPMIRVDG R Y 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 Y RFRVEAFIZQIANRYGAVIIRIATIN I IHTIYJE LLP LQNEI AKBRECIRARY Ve AINCRTe U NN TGRQH.TG 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. RFRVEAFMQUEANWNGIUIVIRRIATIN I 1T E LIQLP)D 1B I AIRNSRGLVLIRMUGINTG GKST LAAM 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EXNERSNMAUSENIRIERDMP(&M E LELPIZIIN 1N ANSINR G i3 GINTG GKST LA M 156
NTDB id 1307 DR RS10055 WP 010888596.1 BUARFRVNAFEIQIIRYG  VIURIATP ' VEIT GLP[ANR'AI T ANAPRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 N ARFRVNAFNiNERGIY AVFRTIPSIWVL E LEEAPSJIF[MATAIRIPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1086 NMV RS00245 WP 002218487.1 N ARFRVNAFN)IRYRGIYy AVFRTIPSWVL E LIG\PSIF[RIMIAIMIPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N RFRVNAFBIQIMRGSJAVERTIP U ENLPDIAPINI FRIMT ANNEY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 || . NEGHAZATANV:NAIH([6] Aj2ieiC SENAZ MM ARV ENLDFAPIAI FRIMT ANNEY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N ARFRVNAFNQBRGE\ AVFRTIPSI® L. E LGLPI¥IF @ AMSSRGLVLVTGPTGSGKSTTLAALY 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 N ARFRVNAFNQRRGE\ AVFRTIPSI® L. E LGLPIZIF [ AMRRGLVLVTGPTGSGKSTTLAAY 155
NTDB id 27116 PING RS15655 WP 011771295.1 el ARFRVNAFNQRGUBSIAVFRTIPSIMVLT I IMPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 e ARFRVNAFNQNRGINGAVFRTIPSIMVLT ISTIMNPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 [N ARFRVNAFNQNRGINGAVFRTIPSIMVLT I DMPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 N ARFRVNFNQRGGAVFRTIPSVLT I I[OPNPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 N ARFRVNAFNQWRGE\GAVFRTIPSIAVLT D I[@NPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N ARFRVNAFNQNRGEAGAVFRTIPSIAVLT IJI[OPNPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 N ARFRVNAFNQWRGEGAVFRTIPSIAVLT E LGL[ENIF BIBNPRG VLVTGPTGSGKSTTLAAM 155
consensus * N N kok Dok Dok Dok xokok kokokokk ok * %k ok | kokok Pt b bbb bexd * k% | [



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

27116 PING RS15655 WP 011771295.1

1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC0O85 RS10305 WP 010947729.1

Wil

L

et W) T AR

BDIJALR 'ALR E\PD
INYALESALREDPD
EWJALRSALREDPD

ISYALRSALREDPD
ISYALRSALREDPD
NPNALRSALREDPD

WPNALRSALREDPD
(MMAL SALREDPD
MIZALRSALREDPD
SIZALRSALREDPD
IWMAALRSALREDPD
INALRSALREDPD
WHALRSALREDPD
IAALRSALREDPD
Pl 1 [E RN

P NI * e

TR st LB o Rt R

IDRI Q

T DRI DVFPA[MEK MVR
T DRI DVFPA@EK MVR
TIDRIIDVFP [§ K MVR
TIDRIIDVFP [ K MVR
TI RIIDVFPAEEKEMVR

MLSESLIAVI QISLLK
MLSESLIIAVI QILLK
MLSESL{®AV QELLK
MLSESLMAV QELLK

.VGGGRVAEHEIM
MUGGGRVA[GHEIM
BUYGGRVAAIREIM
BUSGGRVAAIREIM

27116 PING RS15655 WP 011771295.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

MLSESLIIAVISQMLLK
MLSESLMAVISQWLLK
MLSESL[ VISQWL K
MLSESL[MAVISQWLLK
TIDR IDVFPAEEK MVRAMLSESLMAVISQWLLK
TIDR IDVFPAEEK MVRMMLSESLWAVISQWLLK

TIDR IDVFPAEEK MVREWMLSESL[NAVISQELLK
Fok 1ok ok ok ok ok ok ok ok ok K Pk | kkxx! |

NAGGGRVAAHEIM

MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

*% | TIEET

DL LT L LT

RERIEN DNALINJAETGHLVF | TLHESUYARIN
RDMETI JAA TAAETGHLVIJIGTLHTHSAjg

G
G

LA TAAETGHLVEGTLHTRSARN
LA TAAETGHLVFGTLHTRYSAfYK
LA TAAETGHLVF TLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT SAAK
LALTAAETGHLVFGTLHT

%M%ﬂ@w@

e

WPAIRNLIRENKVAQMYSMIQTG IMIGMQ
WPAIRNLIREWNKVAQMYSHMIQTG IRIGMQ
WYEA TRNLIREDK AQMYSHIQTCEINGGMQ
odgelA TRNLIRENK AQMYSEIQTGEAINIGMQ

WWPAIRNLIRENKVAQMYSHIQTG
WPAIRNLIRENKVAQMYSEIQTG
IIPATRNLIRE[®KVAQMYSHIQTG
IIPATRNLIRENKVAQMYSEIQTG
IIPATRNLIRERNKVAQMYSENIQTG

IIPATRNLIRENKVAQMYSINIQTG
* PEETIR kokokkokk Xk *

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
314
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

27116 PING RS15655 WP 011771295.1

1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307
1116
1086
1185
1176
1283
1259

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

27116 PING RS15655 WP 011771295.1

1202
1194
1020
1060
1040
1081

consensus

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

T&mgl{k&;\_yégN\5vé§§%A§i§A'fwsg§LEl: KL =sEARS L mRxS, Pt

= ~ A= aBE L EERLSIREFER A~

INEDRIAIRY Q)R VDDKPRSIEQDINLHS)ADSANDLRLMLKTKRGDDY . . .GSGSLQNVKI........ DME..............
pERIe Ay NMY VQEESE Y EDJAL LHJ\ADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL. . . . .. .. EMSDDDPGRSFR. .. ..
INEDJNAIREDIMYDHQHPSS Y ADPALKHJADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . . . . .. KMTFDGQRRNLK. . ...
A YIRAGIAF REHIMSEYDKELER/AT . DPKE[JA . . RLANDASAGL . GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
A PE A R R R AN SE S M S .« . o e e e e e

I APEV I R RRIAN SE SM SE . . oo e

INAHADPATKKENV .
ISR D SPAKEKK .
IS RENEREKENK .
IINLPTEARAVEK .

ISPQTERTAMK .
ISPQTERTALK .

X non conserved
B similar
> 507 conserved

i
i
i
i
i IS KHTENHEAPL .
i IS KHTE\HEAAL .
i
i
i
i
i
i
i
]

G
G
G
eWhEP QTIRTANK .
G
G
*

368
381
383
418
347
347
345
345
344
344
344
344
344
344
345
345
345

368
381
383
395
347
347

345
344
344
344
344
344
344
345
345
345



