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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 27104 PING RS02090 WP 011768812.1 MALASLYCRALLGVDAPEVLVEVHLGTGLPSFSLVGLPETSVKEAKERVRSAILNSNFKFPSKRITVNLGPANLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVEN 158
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN.QHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN.QHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 27104 PING RS02090 WP 011768812.1 FDLAIALGILIASEQIRGDGIDQFECFAELALSGELRPIDGLIPCALAAKEKG.RYLIICPENQNESALTGA.KAYVARN 158
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQVE.RCLVVPHSNGDQAALVGVERHKSAQS 159
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKKQ.RHLVVPHANGDQAALVGKEQHKSAQS 159
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKSK.RELIIAKQNANEASLVSDQNTYFAQT 159
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKAK.REIIVPQQNANEVSLVSNTQTYCAST 159
consensus *!!*!!*!!!*!!*!* * ******!!*!*! **** ***!* **! * * *** !* ** *** * **

logo

I
L
I
K
R
L
D
G
Q
EVI

V
C
N
Q
A
D
D
E
Y
F
F
L
Q
N
C
E
K
N
Q
G
N
R
G
Q
C
D
E
H
K
Q
T

K
P
Q
S
TLENSQPEIPSLFTYLAKTPQAEQSTVPAILNPSKKSTVPQRSDKKNTVELAEISLFAEHVKNEFQRQRSVLGKPVNAIKSLNFHQVNYGPQSETFTLRDFMWLQTSEDVI LKIGQEQTQHGAKNRVAML ITVEVIAASVCAGNQGHSNI

L
I
LFL IVSLGAPPGSTGKSTMMLAEKSR I

F
L
A
M
P
T
C
S

G
S
D
T
I
LL

NTDB id 1323 RA0C RS07335 WP 004916218.1 IKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSIL 238
NTDB id 1271 LPP RS03220 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDLL....LNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 27104 PING RS02090 WP 011768812.1 LIGVCAFLQKQKTLPEAQAAPKTAA.....INQTDMSDVLGQEQAKRVLEIAAVGGHNLLLVGPPGTGKSMLAERFMTLL 233
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1349 HI 1117 AAC22771.1 LLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLL 239
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADLL 238
consensus ***!* ** * ! !*****!!* *!*** *!! ! !*** *!*!!*!!*!*! !* *!

logo PPRELMETSLEDDLEKTHQEAI
M
L
Q
ECTTAKASVIHYANTS IVLACRTVGQQSNKMLEGILPAQDNQREFTDQSRHDLENMWFTRKEIKQTLPRPYFRCSAPHHTS ISASADPMPAVALVGGGGNTSKVYPIPQRKPGE I SLSATHRHNGLVLFLDEMLAPEFDKPNERSTQKVLEDVATS

NTDB id 1323 RA0C RS07335 WP 004916218.1 PPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTVLEV 318
NTDB id 1271 LPP RS03220 WP 011213198.1 PELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 27104 PING RS02090 WP 011768812.1 PRLTEKHALQTAAIYSVCGK..QR.DDWFEPPYRCPHHSASAVALVGGGGKPKPGEISLSHRGVLFLDELAEFPRSVLDS 310
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVLDS 314
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDS 314
NTDB id 1349 HI 1117 AAC22771.1 PEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVLDA 318
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLDA 317
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNN.TSSSFEMQRYLNKLSGPLLDRIDIHIEVQKVEFD 397
NTDB id 1271 LPP RS03220 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQE 394
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQE 394
NTDB id 27104 PING RS02090 WP 011768812.1 LRQPLESHKVTISRAANQVTFPAHFQLIAAMNPSPCGHISGDLR..RSTPDQILRYLGRLSGPFLDRFSLSIMVPLLPQG 388
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQA..RANPQSILRYLSRLSGPLLDRFDMSIEIPALPKG 392
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQA..RTNPQAILRYLGRLSGPLLDRFDMSLEIPALPKG 392
NTDB id 1349 HI 1117 AAC22771.1 LRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHN..RTSPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQG 396
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHN..RTSPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQG 395
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NTDB id 1323 RA0C RS07335 WP 004916218.1 QLSD.....KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYDR 472
NTDB id 1271 LPP RS03220 WP 011213198.1 ELIKPN...THLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHR 467
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ELIKPN...THLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHR 467
NTDB id 27104 PING RS02090 WP 011768812.1 TLASSQVGHTLKGESSEIIKTRVLKARDKQQQRQGK....LNNALSTKEIASYCQLSLEDAQFLEQAINQMGLSIRAWHS 464
NTDB id 1153 A1552VC RS00115 WP 000521788.1 TLANG....GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYHR 464
NTDB id 1397 DSB67 RS15690 WP 005535577.1 TLSEG....GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYHR 464
NTDB id 1349 HI 1117 AAC22771.1 SLQNT....GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYHR 468
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALQNN...TDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYHR 468
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 LLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 27104 PING RS02090 WP 011768812.1 LLKVARSIADLAGSVRVERHHLTESLAYRAMDRLLKNLSL... 504
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 ILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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