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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQ.........EG.................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNS.........NTNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
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NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS.GT.LEGANE...........L.ARGTAPANVVPLERRLNLDLAAVPLTG 500
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS.GT.LEGANE...........L.ARGTAPANVVPLERRLNLDLAAAPLTG 500
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGNI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SNG.....TYTI...ERPDNLNVDLGV 517
NTDB id 270906 C3Y93 RS08270 WP 171287418.1 MIEARIVRATTDFTKEMGVKWGILSQGITNNNHLLVGGSDTTLWNLREPE...KDDDMGGWKYEI...ERPQNLNVDLGV 520
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVL 576
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVL 576
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAAL 600
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALL 597
NTDB id 270906 C3Y93 RS08270 WP 171287418.1 TSPGASRIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQNAKVASGTQIPYQSSKGGGANAVSTTQFIDATL 600
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SNPA.GSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALL 609
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SNPA.GSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALL 609
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYL 680
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLEVTPNITPDGKILMELNIANDSINSY.AQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYV 676
NTDB id 270906 C3Y93 RS08270 WP 171287418.1 SLDVTPSITPDGKVQMQLNITSDSPGAP.TPTGQLTINKNAVNTNVLVDNGETVVLGGIFEQQTANSQTKVPFLGDIPYI 679
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 270906 C3Y93 RS08270 WP 171287418.1 GRLFRKDVKSENKRELLIFVTPRIVNDSVSRNH.......... 712
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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