logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453
115
625
1313
1245
1214
1211
1334
2704
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
2 PDEN RS02975 WP 011746942.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

ARk

.................. IEKBJFGKG
.................. IEKBJFGKG

.................. IEKBJFGKGINIM
A

gl B ) s omoel LD Rl

. .KTNFDDITKKYGAEBRD|\@:NRADINSA LANNAD | (SRR
. .PKKLEEISKKFGA IMRLG
.PKKLEEISKKFGA IMRLG

:.PKKLEEISKKFGA IMRLG
. .PKKLEEISKKFGA IMRLG
.PKKLDEISKKFGA IMRLG

:.PKKLDEISKKFGA IMRLG
. . IKKTEEITKKFGD MRLG
.LKKNEEITKKFGD MRLG

IM LG

NRNI DD DHDDIDI >

LDQALGIGGMP GRI
LDIJALGNIGGMP GRI

NI M
IM

GSLELD
GSL LD

GSLBJLD
S

nNnnunomnnwnwonnwnnn

$ko ok k] LRk FULkx L b TD DL Tkl Lkx



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
27042 PDEN RS02975 WP 011746942.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT

FPEINEINE

* % | | * I x

ANOKHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPRY AINALGVN
ANNOKGGINAF IDAEHALDPRY AINALGVN
ANNQxRGCINAF IDAEHALDPRY AINALGVN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNQKNGGINAF IDAEHALDPIY AFNLGVN
ANNOKGGINAF IDAEHALDPRY AINALGVN
ARUOENGGMNAF IDAEHALDP\Y AMMLGYVN ELL
ARYQKNGGAA IDAEA DPYANALGVN D LL
ANQOKINGGYR8AF IDAEHALDP|YY ARFNL GVNEDELL
A KNG GYf8AF IDAEHALDJRAY AVSYL G VNJYD L|
A KNG GYRSAF IDAEHALDYEIY ARSILGV Iy
AN KNG GUf8AF IDAEHALD|gIY AKSILGV  Jy

AIINQKYJGGIWNAF ID AEHARGDIgNEIY ABSLG N EL
AIANQOKISGGNAMAF DAEHALDPNYAJSSLGVN DELL
AWAQKFENEAF IDAEHALDP|YY ARSI GVNJDELL
VOAF DAEHARDPYY ARISL G V]S
F

VGAF DAEHARIDPNY ARINL G VY
VEOAF DAEHARIDPNY ARINL G V]S
INSAFIDAEHALD\MNY ADISL G V]S

WeAFIDAEHALDPRYAIRMLGV  DLL
WeAFIDAEHALDPNYARSULGV DNLL
P b 1T T ke

YN

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
QPD
SQPD
SQPD
SQPDYGEQALEIY
SQPDRGEQALEIN
SQPD GEQALEIM
L SQPD GEQALEIM
SQPDEGEQALEIN
SQPD GEQALEIN
SQPDGEQALEI[H
GEQALEI®
GEQALETI[®
GEQALEI[®
GEQALEIN
GEQALEI®
GEQALEI®
GEQALEIpN
SQPDEIGEQALEIN
SQPDNGEQALEIN
PTlxtxl *

kx| %

156
155
155
155
155
155
155
155
155
140
142
154
141
143
143
150
154
158
142
142
142
150
141
141
141
141
141



DDV

ol

50, 5 Lt SR o UL ETT AP

NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALWPKAEI G MGDSHVGLQAR . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR K 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHMGDSHVGLQAR K 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR K 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR K 234
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR K 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G . 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR HES 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLREIAR . 229
NTDB id 27042 PDEN RS02975 WP 011746942.1 GDMGDEIY GEJQAR . 233
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 0OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 G MGD [WJGLQAR . 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 G MGDSH GLQAR |® . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR |8 . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 220
]

consensus FULUTET Tk DDk Dk Dbk ok D Lkr D b d Dok % ko ko o LDDERl Db L L Lhkl LL TE1TLexl



TR Bl £ e Hamnl il A1

Logo RLMRExiglK 12 BeBEy

NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL N 314
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 313
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 294
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF D 296
NTDB id 1313 DR RS12030 WP 010888966.1 R ....PTKVGNDA KPVKNKVARPF G 309
NTDB id 1245 Cj1673c YP 002345041.1 R ....L.KQNEEP KVVKNKVAPPF DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH BNKVVKNKVAPPF IM GEGIS DY 298
NTDB id 1211 C694 RS00795 WP 000963128.1 BRTAS....L.KQNEQH BKVVKNKVAPPF IM GEGIS DY 298
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 309
NTDB id 27042 PDEN RS02975 WP 011746942.1 MAGS. .. .I.KDR KVVKNKVAPPF IMYGEGIS D 308
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDG KVVKNKVAPPF IMYGEGIS I 312
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF D 296
NTDB id 1124 NGFG RS03960 WP 003688695.1 TGS . .. .I.KKG KV KNKVAPPF D 296
NTDB id 1123 0OK783 RS03845 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF D 296
NTDB id 1427 RS RS02760 WP 011000510.1 RIGS. .. .I.KKG KVVKNKVAPPF D 304
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEG KVVKNK APF D 295
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 295
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 295
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 295
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 295

* ok * 1 [ R N B S EE R * %k * kkk b Dwsksksxk |

consensus



logo

NTDB id 600

NTDB id 269

NTDB id 228

NTDB id 194

NTDB id 159

NTDB id 499

NTDB id 527

NTDB id 408

NTDB id 453

NTDB id 115

NTDB id 625

NTDB id 1313
NTDB id 1245
NTDB id 1214
NTDB id 1211
NTDB id 1334
NTDB id 2704
NTDB id 1389
NTDB id 1130
NTDB id 1124
NTDB id 1123
NTDB id 1427
NTDB id 1165
NTDB id 1142
NTDB id 1205
NTDB id 1022
NTDB id 1074
consensus

Vgl LTS

SoveE

I

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

LEESEEESAMAVASE....... E.

zo:uxxxxxxxz

kb Pt By B = petCE BB E e BEEY. L DLoDELEI ELE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED..... ..
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEIAES....KKDE....AAQVDS.
IDGEEAAES....KKDE....VAQVDS.
IEEDNTEEKQSSKEK. . ... .. ETDEK.

.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVTLDLGDELEIEIE
.VNEEVTLDLGDELEIEIE
.ADKNLVLELDDTIELED.

...... TDDLALDLDNGIEIED.

DNNGVVQQQAEETQEEL .EFE.E. v v ottt e
SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE. ..o,
MAAIRAGNAGEAPALAPAPAAPEAAEA . . oo\ oot et

NEETI..... MPLPDEP. .LEEME........... ... .. ... .. ...
NEEI..... MPLPDEP. .LEEME........... ... ... ... . ...

Cj1673c YP 002345041.1 QNSMEMEGMI. .. .. SGSEDDE. .GEE. . ... ...
NCTC11637 00359 SQJ03206.1 ESI[¢S
C694 RS00795 WP 000963128.1 S

RAOC RS04870 WP 004918236.1 = |WECRERBT VEELBKBINZAEARMEAKIAEKLQAK . . . . o

2 PDEN RS02975 WP 011746942.1 = |RENCInICIRED VNS () EMRBIHIZDM A HAPSED KIBHA SHEEDFGV . . . . . ADDG...... DEVM.

A4U84 RS07560 WP 021112712.1  QECRIGENWVAVKISRKIAN|ZRIABKIEEOEWANTLBSNPNS. . . . . VLKATASDSNDESDV. .
NGFG RS03960 WP 003688695.1 |GNela[e ORI\ VIR VISRKIZN|AISEINED A KINHA L N[EMEMHT . . . . . TEGT...... QDETD. .
NGFG RS03960 WP 003688695.1 [GNeInIeHGIN| VR VBN K)x NNl S PN A KINHA L NEMEMHT . . . . . TEGT...... QDETD. .
0K783 RS03845 WP 003688695.1  |GNeInICIERN| VRV IRRK 2NN SENNEBA KISIA L N[EMEMHT . . . . . TEGT...... QDETD. .

RS RS02760 WP 011000510.1 ReNCRIGRINCREENRINNAIDEARNSENKMAEHLEMTPMG . . . . . AV.TLAEEVEED. ... ... i
A1552VC RS01565 WP 000344154.1 |QEeRIGEANNCKMRKIAN|FRIAK TEBKKIAEMLLNPENM. . . . . QLIAETSSAADDVEF. .

GTF74 RS11550 WP 000344154.1 QN[ ANVICKESRKIANIDNIAK TEBK KIWAEMLLNPENM. . . . . QLIAETSSAADDVEF. .

PSJM300 05545 AFN77183.1 [QNERIEEANYNA KESNE)NNIZNIG QNS0 QAAKLLMTSAN . . . .. TKATPVAEDLADADI

ACIAD RS06390 WP 004925639.1  |QEeRICGEN)NVIRMAEINN|ZENNS TIRSSA VIRHEQLLTKASD. . . . . QTAA .HDETEEEPDL. .
ABD1 RS10195 WP 000344167.1 |QNeR[CGNNVIRMF EANNEIIABNER NIAEQLLTTGTN. . . .. GAVQ.I.EDEEEPDL..

387
387
387
387
387
383
383
383
378
348
355
363
343
347
347
343
356
372
348
348
348
352
354
354
347
349
349



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
27042 PDEN RS02975 WP 011746942.1
1389 A4U84 RSO07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

387
388
388
388
388
384
384
383
378
348
355
363
343
347
347
343
356
372
348
348
348
352
354
354
347
349
349

MEmmmE. m

X non conserved
B similar
> 507 conserved



