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NTDB id 27027 BAD RS00500 WP 011742639.1 MPRGMGRGRGAVEKPKDFGGVMKKLVKFCSRYIPVMILALVLGAAGTVCQIIGPDKLKDMTNEITKGLPAMVHGKPVMNSIDMDA 85
NTDB id 370 SMU RS04260 WP 002263294.1 .............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG.........KIDLDK 63
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NTDB id 27027 BAD RS00500 WP 011742639.1 VSRIAWLLVALYVGYALLSYLQSWLMANVTQRTAQQLREAISQKINRLPLKYFDKVSYGDVLSRITNDVDAIGQTLGQSVGSLIT 170
NTDB id 370 SMU RS04260 WP 002263294.1 IGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVA 148
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NTDB id 27027 BAD RS00500 WP 011742639.1 SITLFFGALIMMFYNNVTMTLCAIGSALLGLIIMGVIMKVSQKYFTRQQVALGDVNGHVEEMYTGHTVVKAFCGEERSIEQFEKY 255
NTDB id 370 SMU RS04260 WP 002263294.1 AIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENL 233
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NTDB id 27027 BAD RS00500 WP 011742639.1 NNDLYVSGWKSQFLSGLMMPIMNFVGNFGYVVVCVVGAALAMDGNIEFGVIVAFMMYIRLFTQPLSQFAQAFQNLQRCAAASERV 340
NTDB id 370 SMU RS04260 WP 002263294.1 NDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRV 318
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NTDB id 27027 BAD RS00500 WP 011742639.1 FGFLEEPELSDETGKQALLGVGADGKPQPVRGDVEFSHVRFGYDADKTIINDFSASVKAGQKVAIVGPTGAGKTTMVNLLMRFYE 425
NTDB id 370 SMU RS04260 WP 002263294.1 FEFLDEEEIEDENHKVKQ........LEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYE 395
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NTDB id 27027 BAD RS00500 WP 011742639.1 ISGGTISIDGIDTKSVPRWNVHDQFSMVLQDTWVFRGTVRENIAYSKKDVTDEQIVAACKAVGLHHYIMSLPNGYDTVLDDKASL 510
NTDB id 370 SMU RS04260 WP 002263294.1 VDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
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NTDB id 27027 BAD RS00500 WP 011742639.1 SQGQRQLLTIARAMVEDAPILILDEATSSVDTRTEELIQKAMDALTVGRTSFVIAHRLSTIRDADMILVMNGGDIVERGTHEELL 595
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLM 565
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NTDB id 27027 BAD RS00500 WP 011742639.1 AKGGFYADIYNSQFTLAE. 613
NTDB id 370 SMU RS04260 WP 002263294.1 AENGFYADLYNSQFTEEVA 584
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