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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 270061 C3K08 RS12520 WP 104991598.1 .MALSIGDRRLGAILLEQGYVSDTELQKALVRHAEVGGRLADILIDSGQVGEKRIARAIEEALGIPLVNLLVVTPEARAV 79
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPP.. 158
NTDB id 270061 C3K08 RS12520 WP 104991598.1 SAVRAQTAQAMAAFPFAR..EGDTLRVAFVDPLSSLAIEALEDDSGLNIEPYQALRDQVLWAIGTYYPELGLDVPLPGEE 157
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFAL..EGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRK.GLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 270061 C3K08 RS12520 WP 104991598.1 .GGDANGGQLGRLLTTRGLITDAQLQVALDAQQQTGESLGATLVTQGALTEERLYEVLAEQAGAPYLPDTRGLQPPEDVL 236
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 270061 C3K08 RS12520 WP 104991598.1 GALLRADALRLSAVPVEETAAAVTVLTSDPRRREELEALIGRPVSLILARPRDVEALIERCYPQRTRLGEQMVQQGTLSR 316
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 270061 C3K08 RS12520 WP 104991598.1 AQLREALQVQARGGKVKPLGEVIVELGFANPGDIDTALQKQNAGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEYLDPGQ 396
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 270061 C3K08 RS12520 WP 104991598.1 NPPDAAVALLIPEATARRYGVVPVRLQGESLIVAMKDPRNVFALDDLKLMTG.....REIVPAVMAEKDITRLLERYHGN 471
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQA.....EEEVPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLP 552
NTDB id 270061 C3K08 RS12520 WP 104991598.1 KDMAALNQKLAAESKAREAKREDVDLSAGLDDNAVVRVVDQIIREAALQDASDIHIEPTQTALRVRYRIDGVLREQPELP 551
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKTQQSQEADLSV...ADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFP 549
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NTDB id 1028 TT RS08215 WP 011173991.1 KGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFER 632
NTDB id 270061 C3K08 RS12520 WP 104991598.1 RGSAQSVLARIKIMGNLDISERRLPQDGRVRFKKGSIDIDLRLSTLPTVYGEKAVMRLLQKAENIPEVEQLGFSAHNFQR 631
NTDB id 1306 DR RS10060 WP 027479822.1 KGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYAR 629
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NTDB id 1028 TT RS08215 WP 011173991.1 FKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPD 712
NTDB id 270061 C3K08 RS12520 WP 104991598.1 YLDVIEKPNGIFLVTGPTGSGKSFTSFSTLKRIARPEKNTTTIEDPIEYEIPGIVQSQVNSVAGMTFARALRAFLRQDPD 711
NTDB id 1306 DR RS10060 WP 027479822.1 YTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPD 709
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NTDB id 1028 TT RS08215 WP 011173991.1 IIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDP 792
NTDB id 270061 C3K08 RS12520 WP 104991598.1 IIFVGEIRDTETAKIATEAALTGHLVLATLHTNDAPGAITRLDEMGVEPFNISASVIGVLAQRLVRRVCSECKQPTNADP 791
NTDB id 1306 DR RS10060 WP 027479822.1 IIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADP 789
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NTDB id 1028 TT RS08215 WP 011173991.1 ETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLY 871
NTDB id 270061 C3K08 RS12520 WP 104991598.1 DVLRRLGLAEEEVRGASLVRGAGCPRCGGTGYKGRMGIHELMVIDDPLRRAIGAGQTASELRDVALAESGMKTLRQDGID 871
NTDB id 1306 DR RS10060 WP 027479822.1 EVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIE 869
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NTDB id 1028 TT RS08215 WP 011173991.1 KALQGITTLEEVLARTIE 889
NTDB id 270061 C3K08 RS12520 WP 104991598.1 KALAGMTTLEEVLAVTAG 889
NTDB id 1306 DR RS10060 WP 027479822.1 KALQGLTTLEEVLAVTAS 887
consensus !!!*!*!!!!!!!!*!*

X non conserved

X similar

X ≥ 50% conserved


