
logo MLPHTERHLWQTAVALLAAGGALLALVGAGLTLGPALLRPPRPVQSLTPTVTRTVALPLPPVPQATDPAPNAEAEAPPRETYPTTAGSVTPL I SGRLVNLNTASTPQEQL
NTDB id 270055 C3K08 RS08905 WP 234009030.1 MLPTERHWTALLAGGLLAVGALTLGPALRPPVSTPTVTRVALPLPPTPP.EAAPEYPTTGSVTPLISGRLNLNTATPEQL 79
NTDB id 1310 DR RS09495 WP 010888490.1 MLPHERLWQVALAAGALLVGGLTLGPALLPRPQLPTVTRTALPPVQADANAEPRTYPTTASVTPLISGRVNLNTASQEQL 80
consensus !!!*!!*! !!*! ! !!*!!!!!!! !** !!!!! !!!*** *** ** !!!!*!!!!!!!!!*!!!!!**!!!

logo EALPKR I
VGPALMAAKKR I IVAGRPYHRSLADLDRVKGI

VGEPASTLARDTLTPLVKTFW
NTDB id 270055 C3K08 RS08905 WP 234009030.1 EALPRIGPALAARIVAGRPYRSLADLDRVKGIGPSTLADLTPLVTF 125
NTDB id 1310 DR RS09495 WP 010888490.1 EALPKVGPAMAKKIIAGRPYHSLADLDRVKGVGEATLRTLTPLVKW 126
consensus !!!!**!!!*! *!*!!!!!*!!!!!!!!!!*!* !! !!!!! *
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