
logo ML
V
G
TREHGATRFDPAQATGSEPVALSTATPARTLRRSGHTRAESAGRLAWP I

LPLALGI
V IGGIGLLWGQLGLGVWAGAGLVPVLMLALGAVAVLAALLDARRPLLAGLVLA

NTDB id 270054 C3K08 RS08900 WP 104990985.1 MLGRH.......AASPVASTPATLSGTRASAGRLAWPIPLALGVIGGILLGLGLVWGGLVMLAGVVLAALDRRPLLGLLA 73
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLA 80
consensus !* !******** *! * !! !*!! !!!!!!!*!!!!!*!!!! !!! !*****! ! !! !! !!!!**!!

logo

L
V
L
VGGLGLGFYGSAEHRLNQAAREKPDPR I

L
A
TPWI

VGALVTLRGEHWDGQFLRTLADDEPKPARVALASPKPRTQGPPGEHLVTVVASGRL IVRPDEGRR I
LPGGF

NTDB id 270054 C3K08 RS08900 WP 104990985.1 VVGLGLGFGSERLNAAKPDPLTPWVGALVTLRGEWDGQFLRLADPPARVALSPKPTQPPGHLTVSGRLVRPEGRRLPGGF 153
NTDB id 1311 DR RS09490 WP 010888489.1 LLGGGLGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGF 160
consensus **! !!!*!! *!*! !!** !!*!!!!!!!!*!!!!!! ! *!*!!!!! !!! !*!!** ! !!!*!!*!!!*!!!!

logo DQAAGWLRGSQGGLLVPTPKTATVLAVARAEVKRAKHTVPEGRGLWRGWFRRGLSTAGHLNSDPRNQAALMQTAI
VELGDERGDIGREETFADEGFYSVRDA

NTDB id 270054 C3K08 RS08900 WP 104990985.1 DQAGWLRGQGGLLVPTPTTVLAAAEVRAHTPEGGWRGWFRRGLTAGLNDRQAALMQAIELGDRGDIGREEFAEGYSVRDA 233
NTDB id 1311 DR RS09490 WP 010888489.1 DQAAWLRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDA 240
consensus !!!*!!! !!!!!!!!! !! !!!* ! !! ! !!!!!!!!*!*! *!*!!!! !*!!!*!!!!!!! ! !!*!!!!!

logo FARASGLASHLMALSGQNVALLTGTVLVI
VWLLGIRWLGRAVQRPVASWRYAGLVAPAALL IPFPYLLLMLVGAVSTPS I LTRAVLMGFGAVAVLLVAFLAML

VGRGR
NTDB id 270054 C3K08 RS08900 WP 104990985.1 FARSGLSHLMALSGQNVALLTGVVVWLLIRLRVQVAWRYAVAAALLIPYL.MLVGVSPSILRAVLMGFAVLVAFALGRGR 312
NTDB id 1311 DR RS09490 WP 010888489.1 FARAGLAHLMALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGR 320
consensus !!! !! !!!!!!!!!!!!!!! **!!! ! * !!!***!!!!**!!**!!! *!!! !!!!!! !*! *!!!!

logo PDPLYGI
TVALATASVACLLLPFPLWLLDVGFQLSFLAVLGLLTLSGKLAADRLPGQRWPMQAWLKRLALAVATVLAELATLPVIAGHNTFGQL

NTDB id 270054 C3K08 RS08900 WP 104990985.1 PDPYGTVALAAVACLLPFPLWLLDVGFQLSFLAVLGLTLSGKLAARLPGRWPMALRLALVATVLAELATLPVIAGTFGQL 392
NTDB id 1311 DR RS09490 WP 010888489.1 PDPLGIVALTASACLLLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQL 400
consensus !!! ! !!! ! !!!!*!!!!!!!!!!!!!!!!!!!! !!!!!! !!! !!! !*!!! !!!!!!!!!!!!!!* !!!!

logo PLVGLPANLLVAAGPVIMAAVLVPLGFLAGLLGPALGGVLVLVNSPWALTVAGLPLASALLFWVAVEQTVFGKSAPVLGTWGNTLVGAGGFLVAYAGLVAALVAGMV
NTDB id 270054 C3K08 RS08900 WP 104990985.1 PLVGLPANLVAGVIMAALVPLGFLAGLLGPLGVVLSPLTGLLASALLFVVEVFGKAPVLTWGNVGAGGFVAYGVAALAGV 472
NTDB id 1311 DR RS09490 WP 010888489.1 PLVGLPANLLAAPIMAVLVPLGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGM 480
consensus !!!!!!!!!*!**!!! !!!!!!!!!!!!! ! ** * **!!!!!!*! !! !!!! !! *!!!!!*!!**!!*!!*

logo

G
LWLLGRVRAGPQAVALGTI

TALASCAALLSTSWLPAGQWI
LRPAHRELVFLDVGQGDASTL ILRSVPRGLETMVLVDGGGSVGSDYDVGRTGRTVLVPALRA

NTDB id 270054 C3K08 RS08900 WP 104990985.1 LWLLGRVRAPVALGTALSCALLTSLPGWIRPAHELVFLDVGQGDSTLIRSRGLEVLVDGGGSVGSDYDVGTRTVVPALRA 552
NTDB id 1311 DR RS09490 WP 010888489.1 GWLLGRVRGQAALTIALACAALSWLPAQLRPARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRA 560
consensus !!!!!!!** !! !! !! !* !!* *!!!*!!!!!!!!!!! !!*! *!! *!!!!!!!!!!!!!!! !!*!!!!!



logo LGVRGKLDVVVATHADTDHI EGLSGSVLRGSLPVGELWI
VGQLRKKAGTDDPVLADAELVLATAVAREERGNVPVREQI

VRRGDQRVETAGGPVKRLVTAV
NTDB id 270054 C3K08 RS08900 WP 104990985.1 LGVRGLDVVVATHADTDHIEGLSGVLRSLPVGELWIGQRK..TDDPVLAELLAVAREEGVPVREVRRGDRVEAGGVRLTV 630
NTDB id 1311 DR RS09490 WP 010888489.1 LGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTA 640
consensus !!!! !!!!!!!!!!!!!!!!!! !!! !!!!!!!*!! !** !!!!! *! !!! !!!! *!!!! ! !!*!**!

logo LWPEVGNRFVWSSTAEDNDNSVALRTVEADGDPFRAALLGDLDPADPWAGEALR I
VGPVGDHLDTLLKAAHHGSRHYSTGEAVLVLKREQSTKTPAKDVL IVSVGR

NTDB id 270054 C3K08 RS08900 WP 104990985.1 LWPEGRFWSSEDNDNSVALTVEAGDFRAALLGDLDAWGEARVGVGDLDLLKAAHHGSRHSTGEAVLRESTPADVLVSVGR 710
NTDB id 1311 DR RS09490 WP 010888489.1 LWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGR 720
consensus !!! ! !!* !!!!!!!! !! !*!!!!!!!!!* **!! *!*!*! !!!!!!!!!!*!!!! *!* * ! !!!*!!!!

logo NTYGHPHTPQADVLDER IAGAAGAKVWRTDQLVGTVRWPLP
NTDB id 270054 C3K08 RS08900 WP 104990985.1 NTYGHPHPDVLERIGAAGAKVWRTDQLGTVRWPLP 745
NTDB id 1311 DR RS09490 WP 010888489.1 NTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus !!!!!!** !!*!!*!!!!!!!!!!!*!!!!!!!!
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