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NTDB id 1169 A1552VC RS11075 WP 000648511.1 MKATQTLPLKNYRWKGINSNGKKVSGQMLAISEIEVRDKLKDQHIQIKKLKKGSVSLLAR......LTHRVKSKDITILT 74
NTDB id 270052 C3K08 RS07075 WP 104990665.1 ........MPVYEYRVRDRSGKVLKSQMEAETERQVRDALRAKNMMIVEIKPPKTGLNADVKIPGLTDRPPGLKQVAVFS 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALE.RGPGLKDLAIFS 71
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 RQLATMLTTGVPIVQALKLVGDNHRKAEMKSILAQITKSVEAGTPLSKAMRTASAHFDTLYVDLVETGEMSGNLPEVFER 154
NTDB id 270052 C3K08 RS07075 WP 104990665.1 KQLATLINAGVPLVQSLAILQKQIESKAFQAIVASIRTDVEGGTPLSEAIVKHPKVFNRLYVNLVRAGETSGTLDSILER 152
NTDB id 1029 TT RS02230 WP 011228203.1 RQLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLILDR 150
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 LATYREKSEQLRAKVIKALIYPSMVVLVALGVSYLMLTMVIPEFESMFKGFGAELPWFTQQVLKLSHWVQAYSLWAFIAI 234
NTDB id 270052 C3K08 RS07075 WP 104990665.1 IAAFQEKELALRGKIKSAMTYPVMVLVFALGITYFLLTTIVPQFAGILAQLNAPLPFITRMLMAVSDFLKSSGLLIFVFI 232
NTDB id 1029 TT RS02230 WP 011228203.1 LASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLA 230
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 AAAIFGLKALRKNSFQIRLKTSRLGLKFPIIGNVLAKASIAKFSRTLATSFAAGIPILASLKTTAKTSGNVHFETAINEV 314
NTDB id 270052 C3K08 RS07075 WP 104990665.1 AVIVVAYRYVYK.TPKGRHTIDDIKLRLPVFGNLLQKSAIASFARTFGLLISSGVNIIESLEITKGTANNAIVEETIENA 311
NTDB id 1029 TT RS02230 WP 011228203.1 VALFFAYRWYYG.TPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAA 309
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 YRDTAAGMPMYIAMRN.TEAFPEMVLQMVMIGEESGQLDDMLNKVATIYEFEVDNTVDNLGKILEPLIIVFLGTVVGGLV 393
NTDB id 270052 C3K08 RS07075 WP 104990665.1 KNVVMVGEPMSASLAT.SKVFPPMVVSMVSIGEETGALDSMLGKVGDFYDREVDEAVESLTAAIEPLMIVFLGAIVGTIV 390
NTDB id 1029 TT RS02230 WP 011228203.1 KLKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIV 389
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 VAMYLPIFNLMSVLG.. 408
NTDB id 270052 C3K08 RS07075 WP 104990665.1 AGMFLPMFSIIGQLSQ. 406
NTDB id 1029 TT RS02230 WP 011228203.1 AGMFLPLFKIIGTLSVQ 406
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