
logo MGIDLLRAVLLPRAPCPGCEGAQLGRAEARGLCDPARCRAETLRTPRVERTHYSPLSASQRAPTPHLVTLGPRYQRGVPSRRAVRALKFYGGARDLVAGAP
NTDB id 270048 C3K08 RS04485 WP 104991916.1 MGDLLRALLPRPCPGCEAQLGRERGLCPACRATLTPRVETYSPLSSRPTPHLVTLGPYRGVSRRAVRALKFGGARDLAGA 80
NTDB id 1312 DR RS07135 WP 027480036.1 MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAGP 80
consensus ! !!!! !!!!*!!!! !!!!! !!!* !!! ! !!!! *!!!! *!!!!!!!!*! !!*!!!!!!!!*!!!!!*!!*

logo LGERARLVAAGVPAPESWGQI
V
A
RAVVPVPLHPSSREQRERGFYNQAELLAGQAMVAAELGVPCLVPALLRTRTRATAQQAKRLHAASERGSASNLAGAF

NTDB id 270048 C3K08 RS04485 WP 104991916.1 LGERVAAGVPPEWGVRAVVPVPLHSSRERERGFNQAELLGQAVAAELGVPCVPALRRTRATAQQARLHAAERGANLAGAF 160
NTDB id 1312 DR RS07135 WP 027480036.1 LGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAF 160
consensus !! *!!!!!* ! * !!!!!!!!*!! !!!!*!!!!!!*!!*!!!!!!!!*! ! !!!!!!!!!*!!! !! !!!!!!

logo
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A
R
L
VPAPGPTLVL ILLDDVLTTGHSTLLACRDALHAAGAVGTDRLVKYFYAAVVAR

NTDB id 270048 C3K08 RS04485 WP 104991916.1 QADTRRLPAGPVLLLDDVLTTGHTLLACRDALHAAGAGRVYFAVVAR 207
NTDB id 1312 DR RS07135 WP 027480036.1 AVR.GAVPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus * *!*!**!*!!!!!!!!*!!!!!!!!!!!!! * *! !!!
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