
logo MKYPPSLVASL IRELSRLPGIGPKSAQRLAFHLFEQPREDI ERLAGSALLESAKRDELHTVCP I
VCFNITDAEKRCDVCASDPSRDQRS

NTDB id 270047 C3K08 RS03595 WP 104990069.1 MKYPPSLVALIRELSRLPGIGPKSAQRLAFHLFEQPREDIERLAGALLSAKRELHTCPVCFNITDAERCDVCSDPSRDQS 80
NTDB id 1318 DR RS01015 WP 010886844.1 MKYPPSLVSLIRELSRLPGIGPKSAQRLAFHLFEQPREDIERLASALLEAKRDLHVCPICFNITDAEKCDVCADPSRDQR 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!*!! !!*!!!!!!!!*!!!! !!!!!!

logo

T
VICVVEEPGDVIA I

LERSGEYRGLYHVLHGVLSPMNGVGPDEKRLHIKRPLLPRVGQQGMEVI LATGTTVEGDATALYLQRLLEP
NTDB id 270047 C3K08 RS03595 WP 104990069.1 VICVVEEPGDVIAIERSGEYRGLYHVLHGVLSPMNGVGPERLHIRPLLPRVQQGMEVILATGTTVEGDATALYLQRLLEP 160
NTDB id 1318 DR RS01015 WP 010886844.1 TICVVEEPGDVIALERSGEYRGLYHVLHGVLSPMNGVGPDKLHIKPLLPRVGQGMEVILATGTTVEGDATALYLQRLLEP 160
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGAAVI
VSR IAYGLVPVGGASLEYATDEVTLGRALSTGRQRRTVSEKAPQTAPPPLQRKPGPDEDEDEGAPDEGPATASAVPAFSR

NTDB id 270047 C3K08 RS03595 WP 104990069.1 LGAVVSRIAYGLPVGGALEYADEVTLGRALSGRRRVSEATAPPLRKPEDEGPEPTSAPF.. 219
NTDB id 1318 DR RS01015 WP 010886844.1 LGAAISRIAYGVPVGGSLEYTDEVTLGRALTGRQTVSKPQPP.QRPGDEDGADGAAVPASR 220
consensus !!! *!!!!!!*!!!! !!! !!!!!!!!!*!! !! * *!* !*****!*** ! **

X non conserved

X similar

X ≥ 50% conserved


