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NTDB id 269946 C3L41 RS02455 WP 014024383.1 MAKKRDEIAENLTWDLSTVFENDAAWELELKRVSEKLETVNAYEGHLLDSAQSLLEITEIELEISRAVEKVYVYASMKHD 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! ! ** ! !!!!*!*! !! !! ! ! !! !!!!!!! !! !!* * * ! *!!*!!!!!!!*!

logo QDTQTVGSLYQEYEQAKASTNLYASKQFLGSEASFAFYFYEPEFLMALDTDPEKKRLYAEESFKREREQEPGKLEGLRYDSHMYFERLFLAKNKDEHI
VLSPQEKAEEEKLLAASA

NTDB id 269946 C3L41 RS02455 WP 014024383.1 QDTQVSLYQEYEAKATNLYAKFGESFAFYEPEFLALTPERYESFRREEPKLERYSHMFERLFAKKEHILSPKEEKLLASA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! ! !!!!! !!!*!!! ! !!**!!!!*!! * * !* !! ! ! ! !!!! ! !*!*!!* ! !!! !
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VRKAGAYEQALMYGSNTYEQFYQHTYAKQTLQGTNVVKVH
NTDB id 269946 C3L41 RS02455 WP 014024383.1 SEIFGAAAETFEIFDNADIELPMIKDEKGQEIQLTHGNYISLMESKERKVRKAAYQALYSNYEQYQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ** *!! * !!!!! ! * ! ! * !!!!!*!*!!!!!*! *!!*!! !*! !!!*!!!!! !!! !!!!

logo NFYKQAKMVRGHYHNSARHQAALASASNF IPEESVYDKSLLESVNKHYLPLLHRYI
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VLGLDEDDELKMYDVYTPLSDELTDETYAKFLNTYEPEASLV
NTDB id 269946 C3L41 RS02455 WP 014024383.1 NFKAKMRGYHSARQAALSSNFIPEEVYDKLLESVNKYLPLLHRYIKLREQILGLEDDLKMYDVYTPLSDLDYKFNYPEAV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLD.ELKMYDVYTPLSETETALTYEESL 319
consensus !* !!*!*!*!!!*!!! !!!!! !!! !!!!!!!*!!!!!!!* !! *!!!***!!!!!!!!!!!* * !*! *
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NTDB id 269946 C3L41 RS02455 WP 014024383.1 EKAQEVLQILGPEYAHHVKKAFEERWIDVAENSGKRSGAYSGGCYDTNAFMLLNWQETLDDLFTLVHEMGHSMHSTFTRE 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQ 399
consensus !! !!! ! !*!! **!* !! !!!!!!**! !!!!!!!!!!*!!!!!!!!!!!!*!!! !!!!!!! !!!*!!!!!!
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NTDB id 269946 C3L41 RS02455 WP 014024383.1 NQPYVYGDYPIFLAEIASTTNENILTESLLAASTDEKVRFAILNHWLDGFRGTVFRQSQFAEFEHEIHKADQEGKVLTSE 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTAD 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!! !*! !!!!!!!*!!!!*!!!!!!*!!!!!!! !! !! ! *!! *

logo FMNKQLYADLNEKYYGNLKPAERDENPYE IQFYEWAER IPHFYMYNYYVFYQYATGFAAASTYLAEAKIVHNGGTETDEADKREAKYLTYLKAGSSDYP
NTDB id 269946 C3L41 RS02455 WP 014024383.1 FMNQLYADLNEKYYGLPARENPEIQYEWARIPHFYYNYYVFQYATGFAAATYLAEAIVNGGTDAREKYLTYLKAGSSDYP 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYP 559
consensus !!! !!!!!!!!!! !*! *!*!!!*!! !!!!!! !!!!*!!!!!!!!!*!!!! !!*! * *! !!!!!!!!!!!!!



logo LAEVIAKKQAGVDMETENTDTYLDEASAFAKVFEDKRL IVELEAKLVEKGAVHLS
NTDB id 269946 C3L41 RS02455 WP 014024383.1 LAVIAQAGVDMEETTYLESAFAVFEKRLIELEKLVEKGAHL. 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !! !!!!! ! !!* !! !!! !!*!!! !!!!! !!*
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