
logo MKKVFLKNGMPVFNFHSALGI
LKKNHQLMLALALVCTVGVAS IMGTI

M
A
Y
E
S
A
V
E
HAAPTASPRNHVNPPASLKASNSAPNVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 269244 C3F22 RS15645 WP 104426934.1 MKKVLKGMPFFSALGLKNQMLALAVCVGVSMGTMYSAEAAPARNVNPPALKASAPNVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!!*! **!!!!*! !! *!!* *!** *!*!!! !! !!!!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCEVGI IRSRYI

TGQSTTHSLQPQVRVEASLNNSTI
VPVIPLAEHIKQQWL

NTDB id 269244 C3F22 RS15645 WP 104426934.1 PEIWASNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCEGIISRYIGST.SLQPQVRVESLNNTIPVIPLAHIQQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! !**!!!!!!!! !!!**!!!!! !! !!!

logo ENRSYTI LVAPADS IVQTGNTPYI LVGTADQRVLAGKGQKTI
VYARGNQGL IVNVGQRYAVYREAGDEPYVYFTDANKNGKKHYSTALAGI

LELLQQVASGI
VAV

NTDB id 269244 C3F22 RS15645 WP 104426934.1 ERYTIVAADSVQGTPYILGTADQRVLAGKGQKVYARGNGLVVGQRYAVYREADPYVFTDANGKKYTAALELQQVASGIAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !!**!!!* !!!!*!!!!!!!!!!!!! *!!!!*!!* !!!!!!!!!**!! !!! !!!** **!! !!!!!*!!

logo

R
S
G
SEGKDI

VTTLELTDSYNAEVRRGDRVLMPEEYDQAPMTLPTLFYPVDNAEKNQTVTVADGGKQI IVRVLMGS IGRTAAKRHNSVVTI
LDRGTATHQGI

VQTVG
NTDB id 269244 C3F22 RS15645 WP 104426934.1 RGEGDVTTLELTDSYNAEVRRGDRVLPEYDPMLPTLFYPVNAENTVAGGQIVRVLGSIGTAARHSVVTIDRGTAHGVQTG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !*!!!!!!!!!!!!!!!!!!!*!! * !!!!!!!! ! * !! !*!!*!!!! !!**!!!!*!!!! *!*! !

logo

H
QVFDS IVNTQKQGESVI

V
R
TDPKTKERVI

VQLPGEQQRIGNSLVMVFKRTFDQLSYAYVLESDELP IKVGASNS IQASPLQFLDNDE
NTDB id 269244 C3F22 RS15645 WP 104426934.1 HVFSVNQKGEVVTDPKTKERVQLPGERIGNVMVFKTFDQLSYAYVLESELPIKVGANIQAPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * ! !! * !!!!!! *!!!! !! *!!!*!!!!!!!!!!!!!*!!!!!! !! ! *

X non conserved

X similar

X ≥ 50% conserved


