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NTDB id 269221 C3F22 RS03485 WP 104425884.1 MLQWLCLGWILGLACMGKNFLNIHLNPITVIFLTVLCY.LCGFKCNAILKKPLHKGLLVGTCILIGIFLGHGYANQQLSQ 79
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSALEE 80
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 RLLNVEHEVQQKDIIVYVKRLNKLGDQSIQQPLEVLNLDGRTVTWMGFLSVNPLNTSQLSANHENLNTLELGQYYRLQGQ 159
NTDB id 1015 ACIAD RS12005 WP 004928865.1 RLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.......EKSSSLELGQYYRITAK 153
NTDB id 1070 ABD1 RS13145 WP 000472713.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNL......LKNNQNLELGHYYRISGK 154
NTDB id 1083 H0N27 RS04190 WP 168726476.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNL......LKNNQNLELGHYYRISGK 154
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 VRPNHSYATPGAFDAEKWALQQNVMAGFRIKQIEQLDSATVSTLGHSQYIREQRALTQQFLLWVEQKRLQLREFIAKQPV 239
NTDB id 1015 ACIAD RS12005 WP 004928865.1 TKPIHSYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSL 233
NTDB id 1070 ABD1 RS13145 WP 000472713.1 TRPAHSYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSL 234
NTDB id 1083 H0N27 RS04190 WP 168726476.1 TRPAHSYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSL 234
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 QNKGLLLALLTGDESLLNPATEQQFRRMGMSHLLAISGPHVLIFALMVCSVLRLFIARSMPQLYLRWPRQYFLALPFLFC 319
NTDB id 1015 ACIAD RS12005 WP 004928865.1 SHHALLLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMC 313
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLG 314
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLG 314
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 VVLYCAFVGFEIPAIRTLLICMIGVLLMLLRQNLQALKLLILSAALLLFIDPFSILSAAFWLSYGACFVLLRIYQTIQQR 399
NTDB id 1015 ACIAD RS12005 WP 004928865.1 VILYCAFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQA 393
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VLIYTAFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQL 394
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VLIYTAFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQL 394
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 PSEQNQTAIQKLYFAAKVLVESQWKIFLALFPLMMLFFKQIAWITPFSNLVAIPWIGLLIVPADILAAMIFFIAEPVSSM 479
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QQFHQTRFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNL 472
NTDB id 1070 ABD1 RS13145 WP 000472713.1 PEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNM 474
NTDB id 1083 H0N27 RS04190 WP 168726476.1 PEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNM 474
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 LFQLNDLLLNILLGFLNLLDHWFKPQLIPVAMNLWMIGLCILSLLILCLPRGVLPKSWIAVAAVPICIPQFYHPPFQLSV 559
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LFYLNNSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISI 552
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LFHFNDMLLSILLSCLGLLE.KLSLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNI 553
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LFHFNDMLLSILLSCLGLLE.KLSLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNI 553
consensus !!* !**!!**** *!**!*** ***!*** **************!!*!!*!**!!*!******!***********!* *

logo LDVGQGQSAI F ILRQDHEQPEIQTHQRNI
M
W
M
L
L
IDMTGGSYYDEESKI

KFS IGKQNQVI
V
M
VPFLKSRSVQQGVHSRQLDQRHLVI

VLSTHLDQDHSGGALYFHPAILSVIKLQDQLQELIKP I
T
V
Q
R
K
M
N
Q
I
L
Q
Y
I
A
S

NTDB id 269221 C3F22 RS03485 WP 104425884.1 LDVGQGQAIFLRHEIHNMMIDMGGYYDEEKFSIGKQVIMPFLSVQGVSQLDQLILTHLDQDHSGAYHSIKDQLKIQNIYA 639
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LDVGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQA 632
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LDVGQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLIS 633
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LDVGQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLIS 633
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 NEVTDTATASNFQLCYQGQQWQWQNDLQIRVIAPKLEQLNTANFNKNDLSCVVYLQLKNAWPYQSFLLMGDAGWQTEYQL 719
NTDB id 1015 ACIAD RS12005 WP 004928865.1 NEE.IKDLSIPFSLCHSGQTWETS.ELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQL 710
NTDB id 1070 ABD1 RS13145 WP 000472713.1 NEQLPNDLKQPFQYCHQGQQWHYP.ELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYEL 712
NTDB id 1083 H0N27 RS04190 WP 168726476.1 NEQLPNDLKQPFQYCHQGQQWHYS.ELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYEL 712
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 LKDYPDLKVDVLVLGHHGSQHSSAYQFLQHYRPKLAIASAGRFNRYGHPSQLTQQRLKELDIPLLTTAEHGSLHFSQQGT 799
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LQQYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDSG 790
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENH 792
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENH 792
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NTDB id 269221 C3F22 RS03485 WP 104425884.1 QIILETERSRWKWLQKQNLTD 820
NTDB id 1015 ACIAD RS12005 WP 004928865.1 NEQTEFYRQSYKWLQR..... 806
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KIVLHDRRLDRLWLSRGF... 810
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KLVLHDRRLDRLWLSRGF... 810
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