
logo MTATKINLLPWREDKELR I
E
Q
KRNKNKQEF ILVATVFILSCAFI LGAVGLVFLVLGCILTATAAVFGLGMSTGWFYYFGDQHKLDNQDQEQANQLVI LMVTSTNQGNLDVQQLKASTLNDGLQDEQQRDNA

NTDB id 269211 C3F22 RS00250 WP 005233586.1 MAKINLLPWRDELRIKRNNEFVAICAGALFLGLAAAGSTWFYYDQKLQDQEQANQLVVSTNQNLDVQLKALDGLQDQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
consensus !**!!!!!!!**!!**!***!* ** ****!!**** *!!!***!!*!!!!!!!!***!!!*!!*!!!*!*!!!*!!*!

logo I IVERMKL IQGLQASTQRP I
V
A
T
VVHRLVIDE I

LVRVTPSANMYI
LTKFQSTRTGDKFTI EGKAESPNTVAELLRNLEASAPTWYRNAFMNASFLVA

NTDB id 269211 C3F22 RS00250 WP 005233586.1 IVERMKLIQGLQTQRPIAVHLIDEIVRVTPSNMYITKFQRTGDKFTIEGKAESPNTVAELLRNLEASTWYRNAFMNAFLV 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !*!*!!*!!!!!!*!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!*

logo

N
AEDEKNPKDKTAAPSSLVI

L
VPRVEADEGHSYGSFLTVVSTVDLDGQE I

L
M

A
G
E
T
V

P
S
T

L
T
A
L
T

D
K
T

D
E
S

D
G
S

A
Q
K
Q
TPAQSTGPTEPTASTAEVAGASVAKSKP

NTDB id 269211 C3F22 RS00250 WP 005233586.1 AEEPKDKAPSSVIPRVEESYGSFTVTVDLDQIAEPTLKEGQTPATTTAEASS. 212
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK 213
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.QPQTPPTAGVKP 212
consensus *!* !!!**!!**!!!!* !!!!*!*!!!**** ** * ! ! * *

X non conserved

X similar

X ≥ 50% conserved


