
logo MKE I LKNTLTVDEATMTTLPEDSYLSDEQDAEFI LE I F IVEE I EE I FEVDELDQPTI
L
F
I
E
N
K
QWLMAQNSEPSDNI

Q
A
DTLTEI IRRHFHTLKGSGRMI

VGAKSAS
NTDB id 269199 C3F34 RS11155 WP 104441617.1 MKEILKNLVDTTTLPEDSYLDQDAEILEIFVEEIEEIFEELDTIFEQWLANPSDQDTLTIIRRHFHTLKGSGRMVGAKSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSE.NIATLTEIRRHFHTLKGSGRMIGAKSS 79
consensus !!!!!! ! * !!!!!!! *!!!! !!!!*!!!!!!! *! ** !* ** !!! !!!!!!!!!!!!!!*!!!!

logo

A
GELVAWATVEDTLNRVI FNGQSLVPQLETLPKTIQKSFYAVEQLTVFYKRFVFYFQFLKLVYDPNQFKAQKVKRAPHI ETI

LDFLRPL IVLLGQQLQQGQQS ILEPALEELLQSL
NTDB id 269199 C3F34 RS11155 WP 104441617.1 GEVAWAVEDTLNRVIFGSVPLELKIQKFAETVYRVFQFKLYPQFKAVKPIEIDLRPLVLLGQQLQQGQSIEPALEELLSL 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQL 159
consensus *!*!! !!!!!!!!! !**! * !! * !** * !! **!! *** *! !!!*!!!!!!!! !!*!!!!!!!! !

logo

A
S
D
H
Q
TLMRASPDEDTLVTGLELDNSYI

S
E
Q
A
Q
D
E
I
S
ALAVEEPAI IVQATHVATE I

S
E
S
D
I
L
N
L
Q
D
E
E
VTLTSTI

LF IMEEAEEHLATIDHQRFLDKQDELTDHEQVYDLDSYNAGL IRALH
NTDB id 269199 C3F34 RS11155 WP 104441617.1 ADQLRSPDDLTGLELNSSQAEIALVEEAV...VAESSDLQEVTTSIFIEEAEEHLATIDRFLKQDTDEVLDYNGLIRALH 237
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SHTLMA.ETVTGLELDYIEQDS.LAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALH 237
consensus * ! ** *!!!!! * *! !* ***** ! * ! **!*!!!!!!!!!!* !! !* * !!*!!!!!!

logo TLRGSSASMAHQI
V
E
Q
Q
TI FDEASSTKVEHNLFKI

TLLQEE I
L
S
VSHTSENE I

T
A
LLL IQEQYAREFVRDSYLEHI

LLRSQRGYSKSSVENQLENAQI
R
D
L
L
Q
Q
TFNQASWDEANY

NTDB id 269199 C3F34 RS11155 WP 104441617.1 TLRGSSSMAHIQQIFDASSKVENLFKTLLQEEIVSTSNETALLIQYAEFVRDYLHILRQG.KVENLNQIDQTFNQAWENY 316
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TLRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAY 317
consensus !!!!!! !!** !!*!!*!!!*!!! !!!!!* !*! ! !! ! !!!!! !**! * !*! !!! !* !

logo

G
V
E
F
N
Q
H
Q
E
G
D
E
F
R
TD
E
P
S
L
S
A
M
N
P
P
S
H
QGLVSKQL ILEQLDI

V
D
S
E
LLLDAELDEFEKGR IKRNEFPDIYLVEQRLSEQKQADNLLALEQHTHNNSQRAMSLQGI

LHDEFYI
T
Q
S
Q
VLDKEKCS

NTDB id 269199 C3F34 RS11155 WP 104441617.1 GFNQEEF.ESSANPQGLVSKLIELDIDLLLDAELEFEKRIKNEFPIYVEQLSQKANLLAEHTNNRASQGIHDFIQVLDKC 395
NTDB id 1046 H0N27 RS03130 WP 168726941.1 VEQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKES 397
consensus ** * *** ***!!!! !* !!* !!!!!!*!!! !*!!!! !*! !! ! !! !!* ! !*!** ! *

logo YEQAVLLADKPATLLNQI
SDYAI FYE I

L
F
Y
A
Q
K
QAHQEQFL IQYLFDATLAAGQRI

V
G
S
L
V
S
V
K
T
P
Q
A
H
E
Q
Q
S
I
VLEQENLKTALFYTVQQYDTLPDE I FSDNDSLVEPEQNQDPSTVSFENP I

T
YN

NTDB id 269199 C3F34 RS11155 WP 104441617.1 YQALLAKPTLLNIDYAYELFAQAHQEFIYLFDTLAAGQRISLSTPAEQVLQNLTAFVQQDLEIFDSVEENPSV..ENT.. 471
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YEVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYN 477
consensus ! !! !! !!* !! *!** !!! ! !!! !!!!!!* * ** *! ! * ! **! ** **! **!* **

logo

I
SELPEPTELVMVASETSVEGNPFQSTADSVAVDFWAAVLGSKQRSLVHQQSDARKQLYI

V
D
S
S
T
D
T
E
Q
A
VNRNQFDADDLLDI FLEEADEELLEMGIDQTDLVHNI

TWSVGSDEQESNFTAALN
NTDB id 269199 C3F34 RS11155 WP 104441617.1 SELETELMSESGPQTAVVDFAALSKRLHSDAKLVDTDEANRQFDDDLLDIFLEEADELLMGIDQDVHTWSSDQSNTAALN 551
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALN 557
consensus !*!*!** * * !*! ! ** ! * * !!*!! !!!!!!!!!!*!!! !!! !** ! *! ! !!!!



logo NLMRYLHTLKGGANMI
VQATHYI

LGL IAHELESTIYER I
L INQKQQI

L
Q
V
A
V
S
T
P
S
A
DL IDQFI IVRLVQDDNI

LADR I
LQI

T
I
MREEQKQLVDYAPAPEYATIDNAI L

NTDB id 269199 C3F34 RS11155 WP 104441617.1 NLMRYLHTLKGGANMIQATHIGLIAHELETIYERIINQQIQASPALIQIVRLVQDNIADRIQTIREEKVDYPAPEAIDIL 631
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINAL 637
consensus !!!!!!!!!!!!!!!*!!!**!!!!!!!!*!!!!*!* !* ** !! *!!!!! *!!!*! *!! *!!*!! ! !

logo

K
N
N
R
A
I
G
H
A
Q
L
N
SNFQPLP

V
A
V
G
V
A
E
A
V
F
V
D
S
A
T
D
E
S
TEVFVSTEQKLVI

P
A
S
E
V
EHI

V
A
I
I
V
D
Y
EAATE

N
E
IPPVEVLVEQPAVHLAELVESSTFHEHDEEQVFDSTAETVPTDELWAVETPVEPMQI

P
N
TT

NTDB id 269199 C3F34 RS11155 WP 104441617.1 NNIHAL......VAGAVVSTDTEVVTEQKLPAVEHVAVYEAATNEPPVVQPVHAEVSSFEEE...SETPDWVEPVPQPNT 702
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KRAGQNSNFQPLPVVEAFDAESEVFSEQKVISE..IIID....EIPVELEPALAELETHHDQVFDTAVTELATPVEMITT 711
consensus * ******* **!! *!!!** *** * **** !* * ! *!!* **** **** ** !!* * !

logo VEPSTSVQDENVESVALAFNDEEQDS IVERAS IVVEEQTFFLEEAATE I
L
F
L
D
E
M
T
A
MEKSLLKQNQWFEQRSTDNRS ILLLQLQRAAVHSLKGGARMVEGI

LEAPVGQAIAY
NTDB id 269199 C3F34 RS11155 WP 104441617.1 VEPSVQDVESLAFDESVRSIVEETFFEEAAEIFDTMEKLLQNWFEQRSDRSLLLQLQRAAHSLKGGARMVEIEPVGAIAY 782
NTDB id 1046 H0N27 RS03130 WP 168726941.1 V..TSQENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAY 789
consensus !*** !* ! ! * * *!! !! !!! !* * ! !! *!!!!!* !!*!!!!!!! !!!!!!!!!! *!*! !!!!

logo

Q
RLENSAFEQFALVHHFNSNIYDHPLLEKSTATIATWLKRDHAI FDNHDNYQSHNFDGSLKQAQGSLEANI EQFYAFDETVTI

VQI
LPTKRLNSTPRADDYALFP I

S
S
T
A
EPSVFMETF I

NTDB id 269199 C3F34 RS11155 WP 104441617.1 RLESAFEQFAVHHFNSNIYDPLLKTTITWLRHAIFDHDYSNFDSLKAGLEAIEYADVTVQLPTRNSPDYAPITAPSFEFI 862
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLENAFEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFI 869
consensus !! !!!!!!*!!!!!!!!! !! * ! !!**!!! ! ! *!! ! !! ! * * !*!*!!* ** * * ! !!

logo QGDGTEPPAPMMGAEWEQSFTEGARLNDQNSNEMIR I
VSADL I EKMIDLSGENS INRSR I EMDLGSQFLGSHNTLNVEMELAIKQRLADQLRRME

NTDB id 269199 C3F34 RS11155 WP 104441617.1 QGDGTEPPAMMGEWESFGANDQSNEMIRISADLIEKMIDLSGENSINRSRIEMDLGQLGNTLNEMELAIKRLADQLRRME 942
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRME 949
consensus !!!!!!!!*!!! !! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! ! *!! !!!!!! !!!!!!!!!!

logo GELESTQI IAKHGI
SEGHGSRYATDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNSTLASDEKIRDTEGSLLLQQSR IQAE IQEGLMR

NTDB id 269199 C3F34 RS11155 WP 104441617.1 GELESQIIAKHGSEGGRYADFDPLEMDQYSSLNQLSKSLAESASDLVDFKSTLAEKIRDTEGLLLQQSRIQAEIQEGLMR 1022
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GELETQIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMR 1029
consensus !!!!*!!!!!!! !* !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *!!!!!! !!!!!!!!!!!!!!!!!!

logo TRLVPFSRLLPRLQR IVRQTASSTATLNRPAELFIVNNTEGELDRNTI LERLVTPLEHMLRNAIDHGI
LEDPRAEQRQQSANKPE I

TGKR I
NTDB id 269199 C3F34 RS11155 WP 104441617.1 TRLVPFSRLLPRLQRIVRQTASTLNRPAELIVNNTEGELDRTILERLVTPLEHMLRNAIDHGIEDPEQRQSANKPEIGKI 1102
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRI 1109
consensus !!!!!!!!!!!!!!!!!!!! * !!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!* !!! !!!!! !*!



logo ELNIQSRQGTDVVVEVFHSDDGKQGIDVENKR I
V
K
R
E
QKAI

L
L
S
A
LGL IMKAPDEQDLLEKQEQDE I LQL I FHPGFLSTAEQQI

VTQI SGRGVGLDVVQSDS I
NTDB id 269199 C3F34 RS11155 WP 104441617.1 ELNISRQGTDVVVEFHDDGKGIDVNRIKEKAISLGLMKADQLLEKEEILQLIFHPGFSTAQQITQISGRGVGLDVVQSSI 1182
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELNIQRQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDI 1189
consensus !!!! !!!!!!!! !*!!! !!!! *** !!* !!*!**! !! *!!!!!!!!! !!! !*!!!!!!!!!!!!!!! !

logo KASLGGHVSTVDESTVLYGKQGTSTFSTIRVPTTVAVSDALMVKSVAGDQQFAIPLAQIDER I IR I
V
A
SPATSTLEQTYFENSKPEQDELYFEKI

Y
D
ENKQRSYKPL

NTDB id 269199 C3F34 RS11155 WP 104441617.1 KALGGHVTVDSTLGKGTSFSIRVPTTVAVSDALMVKSGDQQFAIPLAQIERIIRIAPTTLETYFNSKEDYFKIDNQSYKL 1262
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KSLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPL 1269
consensus ! !!!!!*!*! ! !!*!*!!!!!!!!!!!!!!!! *!!!!!!!!!!!*!!!!* ! *!! !! !* * ! *! !*!

logo RYLSEFVGSNQP I
LPRLNSGNI

V
A
M
H
YSLPVLLMIKAGNNSGQTI

VALLVDQL IGSRAQIVVKP IGQQFASAS IGAIAGATI LGDGQVCL I LD
NTDB id 269199 C3F34 RS11155 WP 104441617.1 RYLSEFVSNQPLPRLSNIAHSLPVLLIKGNSGQTIALLVDQLIGSRAQIVVKPIGQQFAAIGAIAGATILGDGQVCLILD 1342
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RYLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILD 1349
consensus !!!!!!! !!!*!!! * *!!!!!*!!*! !!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo GQNIARQI
VQSTTQRHVKHQGLHSDEAQRVDYRSQYREYSDNETRRL IMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAI

MEQLENI
VKPDLMLL

NTDB id 269199 C3F34 RS11155 WP 104441617.1 GQNIARQVQTTQRVKHGHDQRDSYRYSNTRRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAMEQLENVKPDLMLL 1422
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GQNIARQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLL 1429
consensus !!!!!!!*!*!!!*!* ** ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!

logo DI EMPRMDGFEVLTNL IVRHHDEMVHKQQYLMPI IMITSRTGEKHRERAFSLGVSTHQYMGKPFQEAEELLENNIDEASLLTVAVFKEQGSEVKS
NTDB id 269199 C3F34 RS11155 WP 104441617.1 DIEMPRMDGFEVTNLIRHHEVHKQLPIIMITSRTGEKHRERAFSLGVTHYMGKPFQEAELLNNIESLLTVKQG.... 1495
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DIEMPRMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!! !!*!!!**! *!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!! !!* !! ****

X non conserved

X similar

X ≥ 50% conserved


