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NTDB id 269193 C3F34 RS08975 WP 104441434.1 MILNKINYTPLLRTWWKDPIFTTAVGFALALHLAVLAIEFAAPTQQDAAVKEIAVTLRPSEQKVEQADFLAQADQKGSGT 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !* * ** !! !**! !* !* !!* !! !*!! ! * * !!!!***!!*! * *!!!!!!!!! !!!
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NTDB id 269193 C3F34 RS08975 WP 104441434.1 FREAHRMSSDMPAPMLE.QSAGEKQMETLQKTQQKRELNFEEKVLMTTLSWQKQAEQTRRKKAMDELNSQFQAKAAMVAS 159
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !!!!!!!!! !!!!* * ! !! !*!!! ! !! !!! !!!!!!!! !!!!!!!! * !!!!** !*!!!!!!!!!!!!

logo LEAQYLQRQQDNFSRQQKIKTVDGIQAKKQDAVSTAAYLDEKFREQKVEFLYGNRYYPDEEQAKQQQRLAKGEVRLMVI LNARNQGGIRAIRL
NTDB id 269193 C3F34 RS08975 WP 104441434.1 LEAQYLQRQQNFSRQQKIKTVDGIQAKQDVTAAYLEKFRQKVEFYGNRYYPDQAKQQRLAGEVRLMVILNRNGGIRAIRL 239
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!! !!!!!!!!!!!!!!!! ! *!!!!*!!! !!! !!!!!!!* !!!! ! !!!!!!!!!! *!!!!!!!!
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NTDB id 269193 C3F34 RS08975 WP 104441434.1 IESSGHDLLDEAAKASVRKAAPFTGFERNMKDISELRIVRTWRFDPAEAEFEVH 293
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus *!!!!!**!!!!!!!!!!**!!! !* !!!!!!!!!!*!!!!!!!!!!!!!!!
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