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NTDB id 269191 C3F34 RS08585 WP 213064800.1 MFKPFLSSAQQWLHSVLPCQFCGLERGRHASLCQDCWNHLPWLKQYVQRQEIEVQVACHYDYPIDRVIQQFKYEQQLHFQ 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKF.L.NPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKF.L.NPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
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NTDB id 269191 C3F34 RS08585 WP 213064800.1 ILLTGLLKQLDYRQIQAIVPMPISTQRLAERGYNQSVILAQRLSQQLNIPVWQPIQRQHQHSQKGLSRLERLDSIEQQFK 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
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NTDB id 269191 C3F34 RS08585 WP 213064800.1 IAPTNALRYRRVLMLDDVVTTGSSLKALQQALNELGCRKIEAACIAAAQC... 210
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
consensus ***** *!!!!!!**!!!*!!!!!**!!*!!!**!!!**!*!*!*!!!*****

X non conserved

X similar

X ≥ 50% conserved


