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NTDB id 1006 ACIAD RS15005 WP 004923843.1 MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKG.FDATYLYQDKSGQ 79
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ...MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSN... 74
NTDB id 269190 C3F34 RS08305 WP 052662086.1 ....MKGFTLIELMIVVAIIGILAAIAYPSYTGYKVRVQRADAQTEMLQIARTLASYKLANSNFA.GRTLSNVYGSA... 72
NTDB id 1007 ACIAD RS15000 WP 004923844.1 .MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYA.NASLAGLGNAA... 75
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NTDB id 1006 ACIAD RS15005 WP 004923843.1 TLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKN....KTWA 155
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ............VSPL.QGKALYTLAFT..T..........LNDSTWVLTATPIANT....SQAGDGIICLNDQGQKFWA 125
NTDB id 269190 C3F34 RS08305 WP 052662086.1 ............Q....TSDGMYDFTLT..DRNNVALTNSSANTNGWLLIATPKSGT....VQDGNGVICLNDQGQKYWS 130
NTDB id 1007 ACIAD RS15000 WP 004923844.1 ............SYPV.TGTAFYTLNL...........AVDSDNQGYVLTATPISST....MQAGNGIICLNQDGQKFWS 127
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NTDB id 1006 ACIAD RS15005 WP 004923843.1 NISSSSCGTGSESW... 169
NTDB id 1062 ABD1 RS15720 WP 000788345.1 KGATDCALSASSSWTE. 141
NTDB id 269190 C3F34 RS08305 WP 052662086.1 KAATTCVLSASSTWEGR 147
NTDB id 1007 ACIAD RS15000 WP 004923844.1 KAATACSLSSNSTWDGR 144
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